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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCTGTCTCAAGGGCTCCAGCACCCGACTCCGCCTG

- 1M AV S R AP A P DS AC

Xeml (678)
601 TCAGAGGATGGTCTGGCTCTTTCCACTTGTCTTCTGCCTCGGCTCAGGGAGTGAAGTTTCACAGAGCAGCTCAGACCCCCAGCTAATGAATGGCGTTCTA
13 Q RM V WULFUPLVFCLGSGSEVSQSSSDUPOQLMNGVL
Sdal (730)
HindIII (724)
701 GGAGAGTCTGCAGTTCTTCCTCTAAAGCTTCCTGCAGGGAAGATAGCCAATATCATCATCTGGAATTATGAATGGGAAGCGTCACAAGTCACTGCCCTCG
47 G E S AV L P L K L PAGIK I A NI I I WNYEWEA ASIQVTAL
BspHI (833)
801 TTATCAACCTAAGTAATCCTGAAAGTCCACAAATCATGAACACTGATGTAAAGAAGAGACTGAACATCACCCAGTCCTACTCCCTGCAAATCAGCAACCT
8oV I N L S NP E S P QI M NTWDVI K KR RLNI TQSY SL QI S NL
Ncol (902) Fspl (927)
901 TACCATGGCAGACACAGGATCATACACTGCGCAGATAACCACAAAGGACTCTGAAGTGATCACCTTCAAATATATTCTGAGGGTCTTTGAACGATTGGGT
113 T M A D T G S Y T A QI T TKWDSEUV I TFIKY 1l L RV F ERTILG
1001 AACTTAGAAACTACCAACTATACTCTCCTGCTAGAGAATGGGACCTGCCAGATACACCTGGCCTGTGTTTTGAAGAATCAAAGTCAAACTGTCTCAGTTG
147 N L E T T N Y T L L L ENGTTCOQI HLACVLIKN QSAQTV SV
EcoRI (1164) PshAI (1179)
SandI (1154) BstEIIL (1171)
1101 AGTGGCAAGCCACAGGAAACATCTCTTTAGGAGGACCAAATGTCACTATCTTTTGGGACCCGAGGAATTCTGGTGACCAGACTTACGTCTGCAGAGCCAA
180 E W Q A T G N1 S L GGP NV TI FWDUWPI RNSGDI QTY VCUZRAK
1201 GAATGCTGTCAGCAATTTGTCAGTCTCTGTTTCGACCCAGAGTCTCTGCAAAGGGGTTCTAACTAATCCACCCTGGAATGCAGTATGGTTTATGACTACA
213 N A V. S N L SV SV S TQSLU CKUGVLTNZPPWNAVWTFMTT
BspLU11I (1347) Xmnl (1361)
1301 ATTTCAATAATCAGTGCAGTCATACTCATCTTTGTGTGCTGGAGCATACATGTTTGGAAGAGAAGAGGTTCTCTTCCTTTGACTAGCCAACATCCAGAGT
247 1 S 1 I S AV I L I FV CWS S I HVWZ KU R RGS SIULU®PLTSQHPE
Xceml (1404)
1401 CCTCCCAGAGCACAGATGGCCCAGGCTCTCCAGGGAACACTGTGTATGCACAAGTCACTCGTCCAATGCAGGAAATGAAAATCCCAAAACCTATCAAAAA
280kS S Q S T bGP GSPGNTVYAQVTRPMOQEMEKTI P KPP 1 KN
Hpal (1588)
1501 TGACTCCATGACAATTTACTCCATAGTTAATCATTCCAGAGAGGAAACAGTGGCTTTAACCGGCTATAACCAACCCATTACCCTGAAGGTTAACACTTTA
313 D S M T I Y S | V NH S RETETVALTSGY NQPI TL KVNTL
Mscl (1639)
Nhel (1633)
1601 ATCAACTATAACTCCTGAAGGAAGAGCACTGCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAA
347k | N Y N S e

Hpal (1771)  Mfel (1782)
1701 AAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTAT

EcoRI (1867)
1801 GTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAAC
> -

1901 CTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACC

2001 TTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTT

SspI  (2106) Swal (2120)
2101 TAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCC

2201 CCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGG
+414 ¢ N R T Y K L P

Sacl (2381)
2301 GATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCA
1334 | L E E I T T K VL K GNWME Il L VFCDZ®PAYDS S 1 L ERICMSG




BstXI (2410)
2401 CAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAG
994C P S V V R I S R DV E D S Y P HR VAV I TDFDIKQGNSVAS
Stul (2545)
Ecol471 (2545)
2501 ACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGC
66d G | A I A E A CV T VRGI YATEI HVASI1T I EGTIKTRI AA
BspHI (2695)
Xmnl (2687)
2601 CCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATG
334 G VH HKNDEYLMTI KETAVEVLELUDA QQQS I NFTIKMM-
Vspl (2753)
Asel (2753)
2701 ATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGG
-

Sacl (2810)
2801 TTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCC

Spel (2908)
2901 GTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACT
_— -

SnaBI (3036)
Ecol051 (3036)
3000 GCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGC

Ndel (3141)
3100 GGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCAT

3200 TGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCAT

Sdal (3319)  Pacl (3327) BspLU11I (3337)
3300 TTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGT
-

3398 TTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCC

3498 CCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGC

ApaLI (3651)
3598 TCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTA

3698 ACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTAC

3798 AGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGT

3898 AGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTT

Eagl (4087)
Pacl (4067) Swal (4076) NotI (4086)
3998 TGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAAT

4098 AAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAG
4198 CAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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