Sgfl  (6)

Pvul (7)
Psp14061I (203)
Eagl (6686) Pvull (239)
NotI (6685) Bsu36I (291)
Swal (6675) Nael (441)

Pacl (6666)\\ NgoMI (441)

Kasl (535)

Agel (552)
BspLUI1I (560)
BsrGI (569)
Ncol (615)
BsaBI (819)
-Xcml (870)

hEF1-HTLV prom

ApaLI (6250)

BspLUI 1T (5936)

Pacl (5926) ,
Sdal (5918) PMBI ori
BbrPI (1066)

Eco721 (1066)

Ndel (5740)

SnaBI (5635)
Eco1051 (5635)

mSF3B3 (SAP130)

Spel (5507)
Tth1111 (1443)

hCMYV prom Eco321 (1486)
EcoRV (1486)

Vspl (5352)
Asel (5352)
BspHI (5294)
Xmnl (5286)
Stul (5144)

Ecold471 (5144) BsrS2

Xbal (1695)

Pvull (1825)
Sandl (1848)

PshAI (1850)

pUNO1-mSF3B3

(6850 bp)
BstXI (5009)

(h) Bglobin p(A)

Swal (4719)
Sspl (4705)

BsrBI (2296)
EcoRI (4466)

Hpal (4370)
Nhel (4232)
Ncol (4112)

SandI (2644)

Xmnl (2658)
BspEI (2672)

BspHI (3836)

BsaBI (3760) BstBI (3052)

o Xeml (37;;6))(I (3540) Tth111I (3193)
15 st Bst11071  (3336)
BstBI (3494) Eco1051 (3339)

Asull (3494)  'spaBI (3339)

4 InvivoGen



Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) Pvull (239) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)
Nael (441)
401

BspLU11I (560)
Kasl (535) Agel (552) BsrGI (569)
501 CTGAGATCACCGGTCAACATGTTTCTGTACAACCTGACCTTACAGCGGGCCACTGG
- i1I*M F L Y NL T L QRATG

Ncol (615)
601 CATCAGCTTTGCCATCCATGGCAACTTCTCTGGAACCAAGCAACAGGAAATTGTTGTTTCCCGTGGGAAGATTTTGGAGTTACTACGCCCAGACCCTAAC
13 1 S F A1l HGNTFSGTI K QOQETI1l VVSRGIKTILETLTLT RTPTUDTFPN
701 ACTGGCAAAGTACATACCCTCCTCACTGTTGAAGTATTTGGTGTTATCCGGTCACTTATGGCGTTTAGGCTAACAGGTGGCACCAAAGACTACATTGTAG
47 T G K V H T L L T VEV F GV I RSLMATFRLTG GG GTIKTDY I V
BsaBI (819) Xeml (870)
801 TTGGCAGTGACTCAGGCCGGATTGTTATCTTGGAATACCAGCCATCAAAGAATATGTTTGAGAAAATTCACCAAGAAACTTTTGGCAAAAGCGGATGTCG
80V G S DS G R I V1 LEY QP SKNMTFTETZKTIHAOQETTFSGIKSGTC CTR
901 CCGTATTGTTCCTGGCCAGTTCTTAGCTGTGGATCCCAAAGGAAGAGCTGTTATGATTAGTGCAATTGAGAAGCAGAAATTGGTATATATCTTGAACAGA
113 R I VP G Q F LA VDPIKSGRAVMI SAIETZ KU QIKTLVY 1l L NTR
Eco72I (1066)
BbrPI (1066)

1001 GACGCTGCAGCCCGACTTACCATTTCCTCTCCCCTGGAGGCCCACAAAGCGAACACTCTGGTGTATCACGTGGTTGGCGTAGACGTGGGATTTGAGAATC
147" D AAARLTI1 SSPLEAHIEKANTTLVYUHVYVGVDVSGTFTEN
1101 CTATGTTTGCTTGTCTGGAAATGGATTATGAGGAGGCAGACAATGATCCAACAGGGGAAGCAGCAGCCAATACCCAGCAGACACTTACTTTCTATGAACT
180kP M F A C L EM DY E EADNDZ PTGEAAANTI QOQTTLTTF Y E'L
1201 GGACCTTGGCTTAAATCATGTGGTTCGGAAATACAGTGAACCCTTGGAGGAACATGGCAACTTCCTTATTACAGTTCCTGGAGGGTCAGATGGTCCAAGT
213 D L G L NHV VRIKYSETPLTETEUHGNTFTLTITVPGGSTUDTGTP S
1301 GGAGTGCTAATCTGCTCTGAGAATTATATCACCTACAAGAACTTTGGTGACCAGCCAGACATCCGATGTCCAATTCCCAGGAGACGGAATGACCTGGATG
247 G V L I C S E N Y I T Y KNTF GDOQPUDI RT CPI1 PRI RIRNTDTILTD

EcoRV (1486)
Tth1111 (1443) Eco32I (1486)
1401 ACCCTGAACGAGGAATGATTTTTGTTTGCTCTGCCACCCATAAGACCAAGTCCATGTTCTTCTTTCTGGCCCAAACGGAGCAGGGAGATATCTTTAAGAT
280D P E R GM I F VCSATHIKTI KT SMTFTFTFLAOQTTET GQGTD I F K
1501 CACTTTAGAGACAGATGAAGATATGGTAACCGAGATCCGCCTCAAGTATTTTGATACTGTGCCTGTTGCTGCTGCTATGTGTGTGCTTAAAACAGGCTTC
313 T L E T D E DMV TE I RLIKYTFDTVPVAAAMTETCVTLIKTGTF
Xbal (1695)
1601 CTTTTTGTGGCGTCAGAATTTGGAAATCATTACTTGTATCAAATTGCCCATCTCGGAGATGATGATGAAGAACCTGAGTTTTCGTCTGCCATGCCTCTAG
347 L F VA S E F G NHY LY QI AHLTGTDTDTDTETETPTETFSSAMEPL
1701 AAGAAGGAGACACATTCTTCTTTCAGCCGAGACCACTCAAAAATCTCGTGCTGGTGGATGAACTGGACAGCCTCTCTCCTATTCTGTTTTGCCAGATAGC

380 E E G D T F F F QP RPLI KNLVLVDETLUDSTLSZ PILTFTCOQI A
PshAI (1850)
Pvull (1825) Sandl (1848)

1801 TGATTTGGCCAATGAAGACACCCCACAGCTGTATGTAGCCTGTGGTAGGGGACCCCGGTCCTCCCTGAGAGTCTTAAGGCATGGACTTGAGGTGTCGGAA
413 D L AN E D TP QLY VACGR RS GTPHZ RS SS SLUZ RVLI RUHGLTEVSE
1901 ATGGCTGTTTCTGAGCTCCCTGGTAACCCCAATGCTGTCTGGACAGTCCGTCGGCACATTGAAGATGAGTTTGATGCCTACATCATTGTGTCTTTCGTGA
447* M A VS E L P G NP NA VWTVU R RUHIEDTETFTDAY Il I VSFV
2001 ATGCCACACTTGTGCTATCTATCGGAGAGACTGTGGAAGAAGTGACTGACTCTGGCTTCTTGGGCACCACTCCAACCTTGTCCTGCTCCTTGTTAGGAGA
480N A T L V L S I G E T VEEV TDSGFULGTTZ®PTLSOCSTLTLGTD
2101 TGATGCACTGGTGCAGGTGTATCCAGATGGCATCCGACACATACGAGCAGATAAAAGAGTTAATGAGTGGAAGACTCCCGGCAAGAAAACGATTGTGAAG
513 D A L VQVYPDGIRHI RADTIKT RVYVNEWTIKTPGIKTIKTII VK

BstBI (2296)
2201 TGTGCAGTGAACCAGCGACAAGTGGTGATCGCCCTGACTGGGGGAGAGCTGGTCTATTTCGAGATGGATCCTTCAGGACAGTTGAATGAGTACACGGAGC
547 C AV NQR QV VI ALTSGGETLVYTFEMDTPSS G QLNTEYTE
2301 GGAAAGAGATGTCAGCAGATGTGGTGTGCATGAGTCTGGCCAACGTGCCCCCTGGAGAACAGCGATCTCGGTTCCTGGCTGTGGGGCTGGTGGACAACAC
580 R K E M S A DV V CM SLANVPZPGEI QRS SR RTFLAVGLVDNT
2401 TGTCAGAATCATCTCCCTCGACCCATCAGACTGTTTACAGCCTCTGAGTATGCAGGCTCTCCCAGCCCAGCCTGAGTCTCTATGTATTGTGGAAATGGGT
613 VvV R I | S L DP SDCLIOQPLSMOQATLUZPAQPTET STLTCI VEMSG
2501 GGGACTGAGAAACAAGATGAGCTGGGTGAGAGAGGCTCTATTGGCTTCCTGTACCTGAACATTGGACTACAGAACGGTGTACTGCTGAGGACTGTCCTAG
647* G T E K Q D E L G E R G S I G F L YLNI GL QNG GVLTILTR RTWVL
SandI (2644) Xmnl (2658) BspEI (2672)
2601 ACCCTGTTACTGGGGACCTGTCTGACACCCGCACTAGGTATCTGGGGTCCCGTCCTGTGAAACTCTTCCGGGTCCGGATGCAAGGCCAGGAGGCTGTTCT
680D P V T G D L S D TR TRYULGS SR RPVIEKTLTFRVZRMAOQGA QEAUVL
2701 GGCTATGTCCAGTCGCTCATGGCTGAGCTACTCTTACCAGTCTCGCTTCCATCTCACCCCTCTGTCTTATGAGACCCTGGAATTTGCATCGGGCTTTGCC
713 A M S S R SWULSY SY QS RTFHLT®PLSYTETTLTETFASTGTFA



2801 TCTGAACAGTGTCCCGAGGGCATTGTTGCCATCTCCACCAACACTTTGAGGATTTTGGCTTTAGAGAAGCTTGGTGCTGTCTTCAATCAAGTAGCCTTCC

747* S E Q CP E GI VA I STNTULA RI LALTEZ KTLTGAVFNA QVATF
2901 CATTGCAGTACACACCCAGGAAGTTTGTCATCCACCCTGAGAGTAACAACCTTATCATCATTGAGACGGATCACAATGCCTACACTGAGGCCACAAAAGC
780*P L Q Y T P R K F VI HPE S NNULTI I I ETDUHNAYTEATKA

BsrBI (3052)
3001 TCAGAGAAAGCAGCAGATGGCTGAGGAAATGGTAGAAGCAGCAGGGGAGGATGAGCGGGAGTTGGCTGCAGAAATGGCAGCAGCATTCCTCAATGAAAAC
813* Q R K Q Q M A EEMVEAAGETUDTEI RTETLAAEMAAATFILNTEN
Tth1111 (3193)
3101 CTCCCAGAATCCATTTTTGGAGCTCCCAAGGCTGGCAATGGGCAGTGGGCCTCTGTGATTCGGGTGATGAACCCTATCCAGGGGAATACACTAGACCTTG
847 L P E S I F G A P KA GNGQWAS VI RVMNZPI QGNTL DL
3201 TCCAGTTGGAGCAAAACGAGGCAGCCTTTAGTGTGGCAGTGTGTAGGTTCTCCAACACTGGTGAAGATTGGTATGTGCTGGTGGGTGTTGCCAAGGACTT
88V Q L E Q NE A A F S VAV CRT FSNTSGEUDWY VL VGV AIKTDL
SnaBI (3339)
Ecol05I (3339)
Bst11071  (3336)
3301 GATACTGAGCCCTCGATCTGTGGCAGGGGGCTTTGTGTATACGTACAAGCTTGTGAACAACGGGGAGAAGTTGGAGTTTCTGCACAAGACTCCAGTGGAA
913 | L S P R S VA GG F VY T Y KL VNNSGTEIKIULTETFLHIKT®PVE
BstBI (3494)
Asull (3494)
3401 GAGGTCCCTGCTGCCATTGCCCCATTCCAGGGGAGGGTACTGATTGGTGTCGGGAAGCTTTTACGAGTTTATGACCTGGGGAAGAAGAAGTTACTTCGAA
947 E V P A A I A P F QGR VLI GV GIKULULR RVYDULGI KKK KTLTLTR
BstXI (3540)
3501 AGTGTGAGAATAAGCATATTGCCAATTACATATCTGGGATCCAGACAATTGGTCACAGGGTAATTGTGTCTGATGTCCAAGAAAGTTTCATCTGGGTTCG
980K C E N K H I A N Y I S G 1 Q T 1 GHI RV I VSDVQEST F I WWVR
3601 ATACAAGCGTAACGAGAACCAGCTCATTATCTTTGCTGATGACACCTATCCCAGATGGGTCACCACAGCCAGCCTTCTCGACTATGACACTGTGGCTGGG
1013 Y K R NE NQL I I FADDTY®PRWVTTASILILUDYDTVASG
Xeml (3746) BsaBI (3760)
3701 GCAGACAAGTTTGGCAACATTTGTGTGGTGAGGCTCCCACCTAACACCAACGATGAGGTGGATGAAGATCCCACTGGAAACAAAGCCCTGTGGGACCGGG
1047 A D K F G N I C V VR L P P NTNDTEVDETDZPTSGNI KA AL WDR
BspHI (3836)
3801 GCTTGCTCAATGGGGCTTCACAGAAGGCAGAGGTCATCATGAACTACCACGTTGGAGAGACCGTGCTGTCGCTACAGAAGACCACACTGATCCCTGGAGG
1080FG L L N G A S Q KA E VI MNYWHVGETUVLSLQKTTTULII P GG
3901 CTCAGAGTCCCTTGTCTATACCACTTTATCTGGAGGAATTGGCATCCTTGTCCCTTTCACGTCTCACGAGGACCATGACTTCTTCCAGCATGTTGAAATG
1113 S E S L v Y T T L S G G I G I L VP F T S HEDUHUDTFF QHVEWM
4001 CACCTGCGGTCTGAGCATCCCCCTCTTTGTGGACGGGACCACCTGAGCTTTCGTTCTTACTATTTCCCTGTTAAGAATGTGATTGATGGAGACCTTTGTG
1147 H L R S E H P P L C GR DUHUL S F RS Y Y FPVKNVI DGUDTLC
Ncol (4112)
4101 AGCAGTTCAACTCCATGGAACCCAACAAGCAGAAGAACGTCTCTGAGGAGCTGGACCGAACCCCACCTGAAGTGTCCAAGAAGCTTGAGGACATTAGGAC
1180FE Q F N S M E P N K Q K NV S E E L DU RTW®PUPEV S KIKULTET DI RT
Nhel (4232)
4201 CCGCTATGCCTTCTGAACCCGTCTTTATCTGGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAA
1213 R Y A F e

Hpal (4370)
4301 AAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATG

EcoRI (4466)
4401 TTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACC
- -

4501 TCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCT

4601 TCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTT

SspI  (4705) Swal (4719)
4701 AGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCC

4801 CAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGG
4414 ¢« N R T Y K L P

4901 ATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCAC

13241 L E E I T T K VL KGNMETILVF FCDTPATYTDSILETRT CMGC
BstXI (5009)

5001 AGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGA

994 P S V VR I S RDVETDST YT PHRVAVI TDTFTDTZEKT QQGNSVAS
Stul (5144)
Ecol471 (5144)

5101 CCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCC

664 G | A I AEACVTVRGI YAETIUHVASTIIEGTTI KTTZ RI AA
BspHI (5294)
Xmnl (5286)

5201 CCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGA

346 VHHKNUDTETYTLMTTI KETAVETVTLTETLTDI QQSTI NFTIKM=-
Vspl (5352)
Asel (5352)
5301 TGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGT
-
5401 TCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCG




5501

5600

5700

5800

5900

5998

6098

6198

6298

6398

6498

6598

6698
6798

Spel (5507)
TTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTG
_ -

SnaBI (5635)
Ecol05I (5635)
CCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCG

Ndel (5740)
GGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATT

GACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATT

Sdal (5918)Pacl (5926)  BspLUI1I (5936)
TACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTT
-

TTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCC

CCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCT

ApaLI (6250)
CACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAA

CTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACA

GAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTA

GCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTT

Eagl (6686)
Pacl (6666) Swal (6675) NotI (6685)
GATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATA

AAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGC
AAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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