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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAGCATGCACCTCCCTGCGATCCTGCTTTGTGCTCTCTGGTC

TGCAGTAGTGGCTGAGACCTCGGATGACTACGAGCTCATGTATGTGAATTTGGACAACGAAATAGACAATGGACTTCATCCCACCGAGGACCCCACGCCA

TGCGACTGCCGCCAGGAGCACTCGGAGTGGGACAAGCTGTTCATCATGCTGGAGAACTCGCAGATGCGGGAGGGCATGCTGTTGCAGGCCACCGACGACG

TCCTCCGTGGAGAGCTGCAGCGGCTGCGGGCAGAGCTGGGGCGGCTGGCGGGCGGCATGGCGAGGCCGTGCGCAGCCGGTGGCCCCGCAGACGCCAGGCT

GGTGCGGGCGCTGGAGCCGCTGCTGCAGGAGAGCCGTGACGCGAGCCTCAGGCTGGCGCGCCTGGAGGACGCGGAGGCGCGGCGACCCGAGGCGACAGTG

CCTGGCCTAGGCGCTGTGCTGGAGGAACTGCGGCGGACGCGCGCCGACCTGAGCGCCGTGCAGAGCTGGGTCGCCCGCCACTGGCTGCCCGCAGGTTGTG

AAACAGCAATTTTCTTCCCAATGCGTTCGAAGAAGATTTTTGGAAGCGTGCATCCTGTGAGACCAATGAAGCTTGAATCTTTTAGTACTTGCATTTGGGT

CAAAGCCACAGATGTATTAAACAAAACCATCCTGTTTTCTTATGGCACAAAGTGGAACCCCTATGAGATTCAGCTGTACCTCAGTTCCCAGTCCCTAGTG

TTGGTGGTGGGTGGAAAGGAGAACAAGCTGGCTGCAGACACTGTGGTGTCCCTGGGGAGGTGGTCCCACCTGTGTGGCACCTGGAGTTCAGAGCAGGGGA

GCATGTCCCTGTGGGCAAACGGGGAGCTGGTGGCTACCACTGTAGAGATGGCCAAAAGTCACTCTGTTCCTGAGGGTGGACTCCTACAGATTGGCCAAGA

AAAGAATGGTTGCTGTGTAGGTGGGGGCTTTGACGAATCATTAGCATTTTCTGGAAGAATCACAGGCTTCAATATCTGGGATCGGGTTCTCAGCGAGGAG

GAGATACGGGCCAGTGGAGGAGTCGAATCCTGTCACATCCGGGGAAATGTCGTCGGGTGGGGAGTCACAGAGATTCAGGCGCACGGAGGAGCCCAGTATG

TTTCTTAAGTGTTGTGAAAATCTACTTGAAGCCAAAGGAGACTCACATTTTAAATATGCCAGTTGGAAAAGTCTGAAAACTTCGGTGCGTGCTAGCTGGC

CAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATT

TGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAG

TAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAA

TAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTT

GAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGA

AAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATA

Me tHi sLeuP roAl a I l eLeuLeuCysAl aLeuT rpSe

r Al aVa l Va l A l aGl uThr SerAspAspTyrGl uLeuMe tTy rVa l AsnLeuAspAsnGl u I l eAspAsnGl yLeuHi sP roThr Gl uAspP roThr P ro

CysAspCysArgGl nGl uHi sSer Gl uT rpAspLysLeuPhe I l eMe tLeuGl uAsnSer Gl nMe tArgGl uGl yMe tLeuLeuGl nAl aThrAspAspV

a l LeuArgGl yGl uLeuGl nArgLeuArgAl aGl uLeuGl yA rgLeuAl aGl yGl yMe tAl aArgP roCysAl aAl aGl yGl y P roAl aAspAl aArgLe

uVa l A rgAl aLeuGl uP roLeuLeuGl nGl uSer A rgAspAl aSer LeuArgLeuAl aArgLeuGl uAspAl aGl uAl aArgArgP roGl uAl aThr Va l

P roGl yLeuGl yA l aVa l LeuGl uGl uLeuArgArgThr A rgAl aAspLeuSer Al aVa l Gl nSer T rpVa l A l aArgHi sT rpLeuP roAl aGl yCysG

l uThr Al a I l ePhePheP roMe tArgSer LysLys I l ePheGl ySer Va l Hi s P roVa l A rgP roMe tLysLeuGl uSer PheSer Thr Cys I l eT rpVa

l LysAl aThrAspVa l LeuAsnLysThr I l eLeuPheSer Ty rGl yThr LysT rpAsnP roTy rGl u I l eGl nLeuTyrLeuSer Ser Gl nSer LeuVa l

LeuVa l Va l Gl yGl yLysGl uAsnLysLeuAl aAl aAspThr Va l Va l Ser LeuGl yA rgT rpSer Hi s LeuCysGl yThr T rpSer Ser Gl uGl nGl yS

er Me tSer LeuT rpAl aAsnGl yGl uLeuVa l A l aThr Thr Va l Gl uMe tAl aLysSer Hi sSer Va l P roGl uGl yGl yLeuLeuGl n I l eGl yGl nGl

uLysAsnGl yCysCysVa l Gl yGl yGl yPheAspGl uSer LeuAl aPheSer Gl yA rg I l eThr Gl yPheAsn I l eT rpAspArgVa l LeuSer Gl uGl u

Gl u I l eArgAl aSer Gl yGl yVa l Gl uSer CysHi s I l eArgGl yAsnVa l Va l Gl yT rpGl yVa l Thr Gl u I l eGl nAl aHi sGl yGl yA l aGl nTy rV

a l Ser •••
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GAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATC

TCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGT

AGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAAT

GTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTC

TCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATAC

TATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACAC

GCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA C T A G TCAAAACAAACTCCCATTGACGTCAATGG

GGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTA

GATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGC

ATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACAT

ACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCC T G C AG G TT AA TTAAGAACA

TGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCG

ACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCG

CTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCA

AGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCC

ACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGA

ACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTT

TTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTC

ACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGT

GTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATT
TCTCTATCGAA

•••AsnArgThr Ty rLysLeuP ro I l eLeuGl uGl u I l eThr Thr LysVa l LeuLysGl yAsnMe tG

l u I l eLeuVa l PheCysAspP roAl aTyrAspSer I l eLeuGl uArgCysMe tGl yCysP roSer Va l Va l A rg I l eSer A rgAspVa l Gl uAspSer Ty

r P roHi sArgVa l A l aVa l I l eThrAspPheAspLysGl nGl yAsnSer Va l A l aSer Gl y I l eAl a I l eAl aGl uAl aCysVa l Thr Va l A rgGl y I l e

TyrAl aGl u I l eHi sVa l A l aSer I l e I l eGl uGl yThr LysThr A rg I l eAl aAl aGl yVa l Hi sHi s LysAsnAspGl uTy rLeuMe tThr I l eLysG

l uThr Al aVa l Gl uVa l LeuGl uLeuAspGl nGl nSer I l eAsnPheThr LysMe t
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