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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGTGAGGTGGTTTCACCGGGACCTCAGCGGGCCTGA

- 1M V R WF HRDIL S G P D

601 TGCAGAGACCCTGCTGAAGGGCCGGGGAGTCCCTGGGAGCTTCCTGGCTCGGCCCAGCCGCAAGAACCAGGGTGACTTCTCCCTCTCAGTCAGGGTGGAT
138 A E T L LK GRGVUPGSTFILART PSR RIKNIQGDTFSLSVZRVD
BamHI (719)
701 GATCAGGTGACTCATATTCGGATCCAGAACTCAGGGGACTTCTATGACCTGTACGGAGGGGAGAAGTTTGCGACGCTGACAGAGCTGGTCGAGTATTACA
47* D Q VT H 1 R 1 Q NS GDTF Y DLYGGETZKTFATTLTTETLVE Y'Y
Asp718I (890)
Acc651  (890)
801 CGCAGCAGCAGGGCATCCTGCAGGACCGAGATGGCACCATCATCCACCTTAAGTACCCACTGAACTGCTCGGACCCCACCAGTGAGAGGTGGTACCACGG
80T Q Q Q G I L Q DR DGT I I HLKYUPLNT CSUDTPTSETZRMWYHG
901 CCACATATCTGGAGGGCAGGCGGAGTCACTGCTGCAGGCCAAGGGCGAGCCCTGGACATTTCTTGTGCGTGAGAGTCTCAGCCAACCTGGTGATTTTGTG
113 H 1 S G G Q A E S L L QAIKGEUWPWTTFTLVZ RTETSTLSAOQPGTDTF V
Xeml (1017) BsrBI (1042)
1001 CTCTCTGTGCTCAATGACCAGCCCAAGGCTGGCCCAGGTTCCCCGCTCAGGGTCACTCATATCAAGGTTATGTGTGAGGGTGGACGCTATACTGTGGGTG
147 L S VL N D QP KA GP G SPULIRVTHI KVMZ CETGS G RYTUVG
Stul (1163)
Ecol471 (1163)
1101 GCTCAGAGACGTTTGACAGCCTCACAGACCTGGTGGAGCACTTCAAGAAGACAGGGATTGAGGAGGCCTCGGGTGCCTTTGTCTACCTGCGGCAGCCTTA
180 G S E T F D S L T DL V EHTFKIKTG I EEASGATFVY LU RO QEPY
1201 CTACGCTACTCGGGTAAACGCAGCTGACATTGAGAATCGGGTCTTGGAACTGAACAAGAAGCAGGAGTCGGAGGACACAGCCAAGGCTGGCTTCTGGGAG
213 Y A T R V N A A D I E NR V L E L NKIK QESEUDTATZ KA ATGTF WE
1301 GAGTTTGAGAGTCTACAAAAGCAGGAGGTAAAGAATCTACACCAACGTCTGGAAGGGCAGCGGCCAGAGAACAAGAGCAAGAACCGCTACAAGAACATTC
247 E F E S L Q K Q E VKNLUHAO QRTILTETGI QRU PENIEKSTI KNTZ RY KNI
1401 TTCCCTTTGACCACAGCCGAGTGATCCTGCAGGGACGTGACAGTAACATCCCAGGCTCTGACTACATCAATGCCAACTACGTGAAGAACCAGCTGCTAGG

280kL P F D HS R V I L QGRUDSNIPGSDY 1l NANY VKNI QLTLG
1501 TCCAGATGAGAACTCTAAGACCTACATCGCCAGCCAGGGCTGTCTGGATGCCACAGTCAATGACTTCTGGCAGATGGCTTGGCAGGAGAACACTCGTGTC
3138 P DE NS K TY 1l ASQGTCLDATVNDTFWAQMAWAOQENTRV

BspHI (1604)
1601 ATCGTCATGACTACCAGAGAGGTGGAGAAAGGCCGGAACAAATGTGTCCCATACTGGCCCGAGGTGGGCACTCAGCGTGTCTATGGTCTCTACTCTGTGA
347k | VM T T R E V E KGR NIKCVPYWPEVGT QRVYGL Y SV
BglII (1748)
1701 CCAACAGTAGGGAGCATGACACAGCAGAATACAAACTGCGAACATTACAGATCTCCCCACTAGACAATGGGGACCTGGTTCGGGAGATATGGCACTACCA
380kT N S R E HDTATZEY KLRTLIQI SPLDNGUDTLVZ RETITI WHYAQ
Ncol (1818)
1801 GTACCTGAGCTGGCCTGACCATGGGGTTCCCAGTGAGCCTGGGGGTGTCCTCAGCTTTCTGGATCAGATCAACCAGCGACAGGAAAGTTTGCCTCATGCA
413 Y L S WP DHGV P SE®PGSGVLSTFLDA QI NQRI QESLPHA
Bsp1201I (1900) Eco471II (1921) Eagl (1932)

1901 GGGCCCATCATTGTGCATTGCAGCGCTGGCATCGGCCGCACGGGCACCATCATCGTCATTGATATGCTTATGGAAAGCATCTCCACCAAGGGGCTAGACT
447 G P I | V H C SA G I GR TG T 1 I VI DMLMTES I STIKGTULD

EcoRV (2008) Eco471II (2042) Mscl (2090)
2001 GTGACATTGATATCCAGAAGACCATCCAGATGGTACGAGCACAGCGCTCCGGCATGGTGCAGACCGAGGCCCAGTACAAGTTTATTTACGTGGCCATTGC
48kC D I D I Q K T I Q M VR A QR SGMV QTEA AQYKF 1l Y VA I A

Xeml (2117)
2101 CCAGTTCATCGAAACGACCAAGAAGAAACTGGAGATCATACAATCCCAGAAGGGCCAGGAGTCGGAGTATGGGAATATCACGTACCCTCCCGCTGTGAGG
513 Q F I E T T K K K L E I I Q S Q K GQE S EYGNI TYPPAVR
2201 AGTGCCCACGCCAAAGCCTCGCGTACTTCCTCCAAGCACAAGGAGGAGGTGTACGAAAACGTGCATAGCAAGAGCAAGAAGGAAGAGAAAGTAAAGAAGC
547 S A H A KA S R TS S KHIKETEVY ENVHSIKSKKETE K V KK
Mscl (2371)
Nhel (2365)

2301 AGCGGTCGGCAGACAAGGAGAAGAACAAAGGTTCTCTCAAGAGGAAGTGATCTGGGCATTCGTCTGCTAGCTGGCCAGACATGATAAGATACATTGATGA
580PQ R S A D K E K N K G S L K R K e
2401 GTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAA




Hpal (2503) Mrfel (2514) EcoRI
2501 CAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGG
-
2601 AATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTT
-t

2701 GCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGT

SspI  (2838) Swal (2852)
2801 TTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGA

2901 ATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGC

3001 TTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAG
—34494 ¢ N R T Y K L P I L E E I T T K VL KGNMTE I L VF CDUPA
Sacl (3113)
3101 CATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGT
114 Y D S | L E R C M G C P SV VR I SRDVEUDSYUPHRVAUV I T
Stul (3277)
Ecol471 (3277)

3201 GTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAG
774 D F DK QGNSVASGI A I AEACVTVRGI YATEI HVAS
3301 ATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCA
434 | E G T K TR I A A GV HHIKNDEYLMT 1 KETAVE VL E L

BspHI (3427) Vspl (3485)
Xmnl (3419) Asel (3485)
3401 GATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAAC
124 D Q Q S I N F T K M == -
Sacl (3542)
3501 AGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGG

Spel (3640)
3601 GGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGA
-

SnaBI (3768)
Ecol1051 (3768)
3700 GTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCC

Ndel (3873)
3800 CATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCA

3900 AGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCG

Peil  (4069)
Pacl (4059)  BspLU11I (4069)
4000 GGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGC
-

4098 CAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAAC

4198 CCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTC

ApaLI (4383)
4298 TCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCC

4398 CGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGG

4498 ATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGC

4598 TGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTAC

4698 GCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCT

Eagl (4819)
Pacl (4799) Swal (4808) Notl (4818)
4798 AGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCT

4898 CCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	TechSheet
	Map
	Sequence



