Sgfl (6)

Pvul (7)
Mfel (82)
Eagl (3540) EcoNI (96)
NotI (3539) frprster 99
Swal (3529) H"];dIII\III (éé;')S)
Pacl (3520 B
( ) Bsu36l (291)
Nael (441)
NgoMI (441)

NgoMIV (441)
KasI (535)

Agel (552)
BspLU11I (560)
BsaBI (621)
BsiBI (621)

ApaLl (3104)

hEF1-HTLV prom

mPTN (NGEF1)

/i pMB1 Smal (758)
Xmal (758)

KasI (778)

BspLU11I (2790)
Pacl (2780)
Pstl (2773)
Sdal (2772)

pUNO1-mPTN

(3704 bp)

Nhel (1086)
Ball (1092)
Mscl (1092)

hCMV enh
Ndel (2594)

SV40 p(A) mod

SnaBI (2489)

hCMV prom
Ecol051 (2489)

Hpal (1224)
Mfel (1235)

EcoRI (1320)

(h) Bglobin p(A)

Spel (2361)

Vspl (2206)
Asel (2206)
BspHI (2148)

Xmnl (2140)

Stul (1998)
Ecol471 (1998)

Sspl  (1559)
Swal (1573)
EcoO1091 (1634)

BstXI (1863)

100

InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV  (441)

NgoMI (441)

Nael (441)
401

BspLUI1I (560)
KasI (535) Agel (552)

501 CTGAGATCACCGGTCAACATGTCGTCCCAGCAATATCAGCAGCAACGTAGAAAATT

> 1M S S Q Q Y Q Q Q R R K F
BsiBI (621)
BsaBI (621)
601 TGCAGCTGCCTTCCTGGCATTGATTTTCATCTTGGCAGCTGTGGACACTGCTGAGGCCGGGAAGAAAGAGAAACCTGAAAAAAAGGTGAAAAAGTCTGAC

13 A A A F LAL I F I L AAVDTATEASGIZ KT KTEIZKU®PTEIKIKV KK S D
Xmal (758)
Smal (758) Kasl (778)

701 TGTGGAGAATGGCAGTGGAGTGTGTGTGTGCCTACCAGCGGGGACTGTGGATTGGGCACCCGGGAGGGCACTCGCACTGGCGCCGAGTGCAAACAGACCA
47 C G EW QWS V CVPTSGDT CGLGTH RTETGTHR RTGATETCTKTG QT
801 TGAAGACTCAGAGATGTAAGATCCCTTGCAACTGGAAGAAGCAGTTTGGAGCTGAGTGCAAGTACCAGTTCCAGGCTTGGGGAGAATGTGACCTCAATAC
80kM K T Q R C K I P C NWJK KO QF GATET CIKY QFQAWGTETCHDTLNT
901 CGCCTTGAAGACCAGAACTGGCAGCCTGAAGCGAGCTCTGCACAATGCTGACTGTCAGAAAACTGTCACCATCTCCAAGCCCTGTGGCAAGCTCACCAAG
113 A L K T R T G S L K RALHNADTG CIOQIKTVTI SKUZPTC CGTZKTLTHK
Mscl  (1092)
Ball (1092)
Nhel (1086)
1001 CCCAAGCCTCAAGCGGAGTCAAAGAAGAAGAAAAAGGAAGGCAAGAAACAGGAGAAGATGCTGGATTAAAAGACGCCACCGTCTGTGCTAGCTGGCCAGA
147 P K P Q A E S K K K K K E G K K Q E KM L D e
1101 CATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTA

Hpal (1224) Mfel (1235)
1201 ACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAA

EcoRI (1320)
1301 ACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAG
- -

1401 GCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAAC

SspI  (1559) Swal (1573)
1501 TAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAAT

EcoO0109T (1634)
1601 AAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAA

1701 TTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAA
4414 ¢ N R T Y K L P I L E E I T T K V L K G N M E |
BstXI (1863)
1801 TGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGG
1174 L Vv F C D P A Y DS Il L ERICMSGT C®PSVVZ R I SRDVETDTSYFP
Stul (1998)
Ecol471 (1998)
1901 GTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAG
844 H R VA VI T DF DK QGNJSVASGI A1 A EACVTVR RGII Y
2001 GCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAG
504A - E I H V A S 1 | E G T K TR I A A GVHHIKNDTEYLMT I KET
BspHI (2148)
Xmnl (2140)
2101 TGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATG
174 AV E V L E L DQQS I NFTIKM-
Vspl (2206)
Asel (2206)
2201 CCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCT
-

Spel (2361)
2301 ACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTG
|




SnaBI (2489)
Ecol05I (2489)
2400 GAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATG

Ndel (2594)
2500 TACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATAT

2600 GATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGT

Pstl  (2773)
Sdal (2772)Pacl (2780) BspLUIII (2790)
2700 CATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTG
-

2798 AGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGC

2898 TCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTA

2998 CCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCT

ApaLI (3104)
3098 GGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTG

3198 GCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAG

3298 TATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTT

3398 TGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGT

Eagl (3540)
Pacl (3520) Swal (3529) NotI (3539)
3498 TAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGA

3598 ATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTC
3698 TATCGAA
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