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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

Xmal (581)
Neol (560) Srfl (580)
BStEII (555) NgoMIV (576)
Kasl (535) Agel (552) Nael (576)

501 CTGAGATCACCGGTCACCATGGCCGCCCCGGAGCCGGLLCLCGGGLLCGLGLCaCcccc

- 1* M A A P E P ARAAU PP P

Tth111I (631)
601 GCCCCCGCCCCCACCGCCCCCTCTCGGGGCCGACCGCGTCGTCAAAGCTGTTCCTTTTCCCCCAACTCATCGGCTGACATCTGAAGAAGTGTTTGATATG
13 p P PP PPPLGADU RVVYVIKAVZPTFZPPTHIR RILTSTETEVTF DM
701 GATGGGATACCCAGGGTTGATGTTCTGAAGAACCACTTGGTAAAAGAAGGGCGGGTGGATGAAGAAATTGCACTAAGAATTATCAATGAGGGTGCTGCCA
47 D G | P R VD V L K NH ULV KZEGRVDTETETIALIT RI I NEGAA
Mscl (864)
Ncol (861)
801 TACTTCGGCGGGAGAAAACCATGATAGAAGTAGAAGCTCCAATTACAGTGTGTGGTGACATCCATGGCCAATTTTTTGATCTGATGAAACTTTTTGAAGT
8ol L R R E K T M I E V EAUP I TV CGDI HGAQFTFDILMI KL F E V
901 AGGAGGATCACCTGCTAATACACGATACCTTTTTCTTGGTGATTATGTGGACAGAGGTTATTTTAGTATAGAGTGTGTCTTATATTTATGGGTCTTGAAG
113 G G S P AN TR Y L F L GDY VDRGYF SI ECVLYLWVL K
1001 ATTCTATACCCAAGCACATTATTCCTTCTGAGAGGCAACCATGAATGCAGACACCTTACTGAATATTTTACCTTTAAGCAGGAATGTAAAATTAAATATT
147 | L Y P S T L F L L R GNUHET CRMHLTEYFTTFIKQET CTZK I K'Y
HindIII (1115)
1101 CAGAAAGAGTCTATGAAGCTTGTATGGAGGCTTTTGACAGCTTGCCCCTTGCTGCACTTCTAAACCAACAATTTCTTTGTGTTCATGGTGGACTTTCACC
180kS E R VY E A CMEATFDSLPLAALIULN QQQFULT CVHSGSGTLSW®P
1201 AGAAATACACACACTGGATGATATTAGGAGATTAGATAGATTTAAAGAGCCACCTGCATTTGGACCAATGTGTGACTTGCTATGGTCTGATCCTTCTGAA
213 E | H T L DD I RRLDU RTFIKEWPPAFGPMTCDTULTLWMWSDUZP S E
1301 GACTTTGGAAATGAAAAATCACAAGAACATTTTAGTCATAATACAGTTCGAGGATGTTCTTATTTTTATAACTATCCAGCAGTGTGTGAATTTTTGCAAA
247 D F G N E K S Q E HF SHNTUVUZ RSGT CSYFYNYU®PAVCTETFLAQ
Clal (1413) BspHI (1428) BsrGI (1457) Asel (1491)
1401 ACAATAATTTGTTATCGATTATTAGAGCTCATGAAGCTCAAGATGCAGGCTATAGAATGTACAGAAAAAGTCAAACTACAGGGTTTCCTTCATTAATAAC
280N N N L L S I I R A HEAQDAGYU RMYU RIKSAQTTSGTF®PS L I T
1501 AATTTTTTCGGCACCTAATTACTTAGATGTCTACAATAATAAAGCTGCTGTACTAAAGTATGAAAATAATGTGATGAACATTCGACAGTTTAATTGCTCT
313 I F S AP NY L DVYNNIKAAVLI KYENNVMNIIRI QTFNTCS
XemI (1600)
1601 CCACATCCTTATTGGTTGCCCAATTTTATGGATGTCTTTACATGGTCTTTACCATTTGTTGGAGAAAAAGTGACAGAAATGTTGGTAAATGTTCTGAGTA
347k P H P Y WL PNTFMDVFTWSULUPFVGEKVTEMLVNVL S
Pvull (1751)
1701 TTTGTTCTGATGATGAACTAATGACAGAAGGTGAAGACCAGTTTGATG GTTCAGCTGCAGCCCGGAAAGAAATCATAAGAAACAAGATCCGAGCAATTGG
3801 C S DD ELMTEGET DA QFUDGSAAARIKTET I I RNIKTI RA 1 G
EcoO1091 (1859)
1801 CAAGATGGCAAGAGTCTTCTCTGTTCTCAGGGAGGAGAGTGAAAGCGTGCTGACACTCAAGGGCCTGACTCCCACAGGGATGTTGCCTAGTGGAGTGTTG
413 K M ARV F SV L RETESESVLTLIKSGLT®PTS GMTLUPSG VL
1901 GCTGGAGGACGGCAGACCTTGCAAAGTGCCACAGTTGAGGCTATTGAGGCTGAAAAAGCAATACGAGGATTCTCTCCACCACATAGAATCTGCAGTTTTG
447" A G G R Q T L Q S A TV EAIEATEIKAI RGTFSPUPHZI RI CSF
2001 AAGAGGCAAAGGGTTTGGATAGGATCAATGAGAGAATGCCACCCCGGAAAGATGCTGTGCAGCAAGATGGTTTCAATTCCCTGAACACCGCACATACCAC
480*E E A K G L D R I N E R MPPIRIKIDAVYQQDG GTFNSILNTAUHTT
Mscl (2153)
Nhel (2147)
2101 TGAGAACCACGGGACTGGCAACCATAGTGCCCAGTGACCAGCGGCTTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAAC
5138 E N H G T G N H S A Q e

Hpal (2285)
2201 TAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAAT

EcoRI (2381)
2301 TGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCAT
- B ———————

2401 AGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTG

2501 TTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTC




Swal (2634) EcoO1091 (2695)
2601 CCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCC

2701 CTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTG
+414 ¢ N R

2801 GTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCT

1374T Y K L P I L E E I T T K V L KGNWME 1Tl L VF CDUZPAYDS I L E

2901 CTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCC

1944 R C M G C P S V.V R I S R DV EDSYPHRVAUV I TDTFUDZKQG

Stul (3059)

3001 GTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTG

714 N S VA S G I A1l A EACVTVURGI YATEI HVAS I I EGTHK

3101 GTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGT

3749T R | A A GV HHIKNDTEYLMTI KETAVEVLTETLUDA QQS I N

BspHI (3209)
Xmnl (3201) Asel (3267)

3201 TGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCC

44 F T K M -- -

3301 AGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACA

Spel (3422)
3401 TTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACG
-

SnaBI (3550)
3500 CCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGG

Ndel (3655)
3600 GCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTA

3700 AATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCA

Sdal (3833)Pacl (3841)  BspLU11l (3851)
3800 GCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGC
-

3898 CGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGA

3998 TACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGG

ApaLI (4165)
4098 CGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTG

4198 CGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTAT

4298 GTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCG

4398 GAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATC

Pacl (4581) Swal (4590)
4498 TCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAA

Eagl (4601)
NotI (4600)

4598 TC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAA

4698 ACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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