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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BstEII (555)
Agel (552) Ncol (560)

501 CTGAGATCACCGGTCACCATGGGTGAAACTCTGGGAGATTCTCCTGTTGACCCAGA
- 1*» M G E T L G D S P V D P E

Ncol (650)
601 GCATGGTGCCTTCGCTGATGCACTGCCTATGAGCACTTCACAAGAAATTACCATGGTTGACACAGAGATGCCATTCTGGCCCACCAACTTCGGAATCAGC
13 H GA FADALUPMSTSQE I TMV DT EMUPTFWPTNTFG I S

Xmnl (796)
701 TCTGTGGACCTCTCCGTGATGGAAGACCACTCGCATTCCTTTGACATCAAGCCCTTTACCACAGTTGATTTCTCCAGCATTTCTGCTCCACACTATGAAG
47 SV D L S VM EDUHSH S FD I K PFTTVDTFSS I SAPWH Y E
801 ACATTCCATTCACAAGAGCTGACCCAATGGTTGCTGATTACAAATATGACCTGAAGCTCCAAGAATACCAAAGTGCGATCAAAGTAGAACCTGCATCTCC
8D | P F T RADUPMVAD YK YDILZIKTILQEYAOQSA 1KV EUPASP
BspHI (939)
Stul (934)
901 ACCTTATTATTCTGAAAAGACCCAGCTCTACAACAGGCCTCATGAAGAACCTTCTAACTCCCTCATGGCCATTGAGTGCCGAGTCTGTGGGGATAAAGCA
113 P Y Y S E K T Q L YN R P H E EP SN S LMA I ECU RV CGDK A
HindIII (1069)

1001 TCAGGCTTCCACTATGGAGTTCATGCTTGTGAAGGATGCAAGGGTTTTTTCCGAAGAACCATCCGATTGAAGCTTATTTATGATAGGTGTGATCTTAACT
147 S G F H Y GV HATCEGT CI K G FFRRT I RLK L I YD RTCUDLN

BamHI (1103) Scal (1133)
1101 GCCGGATCCACAAAAAAAGTAGAAATAAATGTCAGTACTGTCGITTTCAGAAGTGCCTTGCTGTGGGGATGTCTCACAATGCCATCAGGTTTGGGCGGAT
189¥C R | H K K S R N K CQ Y CR R FQKT CLAVGMSHNAI RTFGR RMWM

Bglll (1232)  EcoRV (1243)

1201 GCCACAGGCCGAGAAGGAGAAGCTGTTGGCGGAGATCTCCAGTGATATCGACCAGCTGAACCCAGAGTCTGCTGATCTGCGAGCCCTGGCAAAGCATTTG
213 P Q A E K E K L L A E I S SD I DQLNWUPESADILIZ RAILATZKHL
1301 TATGACTCATACATAAAGTCCTTCCCGCTGACCAAAGCCAAGGCGAGGGCGATCTTGACAGGAAAGACAACGGACAAATCACCATTTGTCATCTACGACA
247 Y D S Y I K S F P LTIKAKARA I LTGIKTTWDZ K S?PFV I YD

EcoRI (1401) Sdal (1452)
1401 TGAATTCCTTAATGATGGGAGAAGATAAAATCAAGTTCAAACATATCACCCCCCTGCAGGAGCAGAGCAAAGAGGTGGCCATCCGAATTTTTCAAGGGTG
280M N S L M M G ED K I K FKH I T PLQEQSIKEVA IR I FQGSTC
1501 CCAGTTTCGATCCGTAGAAGCCGTGCAAGAGATCACAGAGTATGCCAAAAATATCCCTGGTTTCATTAACCTTGATTTGAATGACCAAGTGACTCTGCTC
33 Q F R SV EAVQ E I T EYAKN 1T PG F I NLDILNDA QVT L L

BspHI (1685)

1601 AAGTATGGTGTCCATGAGATCATCTACACGATGCTGGCCTCCCTGATGAATAAAGATGGAGTCCTCATCTCAGAGGGCCAAGGATTCATGACCAGGGAGT
347 K Y G VH E I I Y TMLASLMNIKUDTGV L I SEGAQGTFMT R E
1701 TCCTCAAAAGCCTGCGGAAGCCCTTTGGTGACTTTATGGAGCCTAAGTTTGAGTTTGCTGTGAAGTTCAATGCACTGGAATTAGATGACAGTGACTTGGC
380 F L K S L R K P F G D FMEU®PIKFETFAVKFNAILTETLDUDSD LA

EcoO109I (1889)

1801 TATATTTATAGCTGTCATTATTCTCAGTGGAGACCGCCCAGGCTTGCTGAACGTGAAGCCCATCGAGGACATCCAAGACAACCTGCTGCAGGCCCTGGAA
413 | F I AV |1 | L S GDWRU®PGLILNVZ K®P I ED I QDNULLQATLE

BstAPI (1995)

Bsu36I (1968) BbrPI (1990)

1901 CTGCAGCTCAAGCTGAATCACCCAGAGTCCTCTCAGCTGTTCGCCAAGGTGCTCCAGAAGATGACAGACCTCAGGCAGATCGTCACAGAGCACGTGCAGC
447 L Q L K L NH P E S SQL FAKV LQKMTDILURQI VTEHVAQ
BgllI (2057) Nhel (2091)

2001 TACTGCATGTGATCAAGAAGACAGAGACAGACATGAGCCTTCACCCCCTGCTCCAGGAGATCTACAAGGACTTGTATTAGCAGGAAAGTCCGCTAGCTGG

4L L H V | K K T ET DM S L H P LLQE I Y KDL Y e
2101 CCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTAT

Hpal (2229) Mfel (2240)
2201 TTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAA

EcoRI (2325)
2301 GTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGA
- -




2401 ATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTT

Sapl (2507) Sspl (2564) Swal (2578)
2501 TGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATG

Eco01091 (2639)
2601 AAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAAT

2701 AGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCAT
+414 ¢ N R T Y K L P I L E E I T T KV L K G N M
Sacl (2839) BstXI (2868)
2801 CTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAG
11949 E I L V F C D PAYDS I LERCMSGT CU®PSVV R I SRDVETD S
2901 TAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAA
84y P H RV AV I T D FDJI K QGNJSVASG I A I AZEACVTVRG I
Stul (3003)
3001 TGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTT
524 Y A E I HV A S I I EGTKT R I AAGVHHIKNDEYLMT I K
Xmnl (3145)
3101 CTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATA
99 E T AV EV L ELDAQQ S I'NF T K M-
Asel (3211) Sacl (3268)
3201 CTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACA
]

Spel (3366)
3301 CGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGG
-

SnaBI (3494)
3401 GGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTA

Ndel (3599)
3501 GATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGC

3601 ATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACAT

Sdal (3777)Pacl (3785)  BspLUILI (3795)
3701 ACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATG
-

3801 TGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGAC

3901 GCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGLT

4001 TACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAG

ApaLlI (4109)
4101 CTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCAC

4201 TGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAAC

4301 AGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTT

4401 TTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCAC

Eagl (4545)
Pacl (4525) Swal (4534) Notl (4544)
4501 GTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGT

4601 GAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTC
4701 TCTATCGAA



	Map
	Sequence



