
150

pUNO1-mPLCG1
(7114 bp)BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori
hEF1-HTLV prom

hCMV enh

hCMV prom

EM7

mPLCG1

SgfI (6)
PvuI (7)

MfeI (82)
Psp1406I (203)

HindIII (245)
NgoMIV (441)

KasI (535)
AgeI (552)

BstEII (555)
NcoI (560)

NruI (572)
XhoI (646)

SacII (750)
EcoRV (781)

BsrBI (1147)
BsrGI (1223)

SalI (1363)

SnaBI (1569)

NcoI (1698)
SphI (1758)

BstXI (1877)

BglII (2108)

XhoI (2196)

ScaI (2273)

Acc65I (2564)
XmaI (2618)

BsaBI (3207)
SphI (3260)

NgoMIV (3440)
StuI (4104)

BstEII (4213)
PshAI (4216)

Bsp120I (4289)
XmaI (4292)

ScaI (4390)
BamHI (4431)
NheI (4496)

MscI (4502)
HpaI (4634)

MfeI (4645)

SspI (4969)
SwaI (4983)

BstXI (5273)

StuI (5408)

AseI (5616)

SpeI (5771)

SnaBI (5899)

SdaI (6182)
PacI (6190)

ApaLI (6514)

PacI (6930)
SwaI (6939)

NotI (6949)
EagI (6950)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGCGGGCGTCGCGACCCCCTGCGCCAACGGCTGCGG

GCCTGGCGCACCCTCCGAAGCCGAGGTGCTGCACCTCTGCCGCAGCCTCGAGGTGGGCACCGTCATGACTTTGTTCTACTCCAAGAAGTCGCAGCGGCCA

GAACGGAAGACCTTCCAGGTCAAGTTGGAGACGCGCCAGATCACATGGAGCCGCGGCGCGGACAAAATCGAGGGGTCCATTGATATCCGAGAAATCAAGG

AGATCCGTCCAGGGAAGACTTCTCGGGACTTTGACCGCTACCAAGAAGACCCTGCCTTCCGGCCAGATCAATCACACTGCTTTGTCATCCTCTATGGAAT

GGAATTCCGCTTGAAGACCCTGAGCCTGCAAGCCACATCTGAGGATGAAGTGAACATGTGGATCAAGGGCTTAACTTGGCTAATGGAGGATACACTGCAG

GCAGCCACACCCCTGCAAATTGAGAGGTGGCTCCGGAAGCAGTTCTACTCAGTGGATCGTAACCGAGAGGATCGTATATCAGCCAAGGACTTGAAGAACA

TGCTGTCTCAGGTCAACTACCGAGTCCCCAATATGCGCTTCCTCCGAGAGCGGCTGACGGACCTTGAACAGCGCAGCGGGGACATCACCTACGGGCAGTT

TGCTCAGCTGTACCGCAGCCTCATGTACAGCGCCCAGAAGACGATGGACCTTCCCTTCTTGGAAACCAACGCTTTGAGGACTGGAGAGCGTCCGGAGCAT

TGCCAGGTGTCCCTTTCTGAGTTCCAGCAGTTCCTCCTTGAATACCAGGGGGAGCTGTGGGCTGTCGACCGGCTCCAGGTGCAGGAATTCATGCTCAGCT

TCCTTCGAGACCCCTTGCGAGAGATTGAGGAGCCATACTTCTTCTTGGATGAGCTTGTCACCTTCCTGTTCTCCAAAGAGAACAGCGTGTGGAACTCACA

GCTGGATGCTGTGTGCCCGGACACCATGAACAACCCACTCTCTCACTATTGGATCTCCTCCTCACATAATACGTACCTGACTGGGGACCAGTTCTCCAGT

GAGTCCTCCCTGGAAGCCTATGCTCGCTGCCTGAGGATGGGCTGTCGCTGCATTGAGTTGGACTGCTGGGATGGGCCAGATGGGATGCCAGTCATTTACC

ATGGGCACACTCTCACCACCAAGATCAAGTTCTCTGACGTCCTGCACACCATCAAGGAGCATGCTTTCGTAGCCTCAGAGTACCCAGTCATCCTGTCCAT

CGAGGACCACTGCAGCATTGCCCAGCAGAGAAACATGGCTCAGCACTTCAGAAAGGTGCTTGGCGACACACTCCTTACCAAGCCTGTGGACATTGCTGCT

GATGGCCTTCCTTCTCCCAACCAGCTCAGGAGGAAGATCCTTATTAAGCACAAGAAGCTGGCTGAGGGCAGTGCCTATGAGGAGGTGCCTACCTCTGTGA

TGTACTCCGAGAATGACATCAGTAACTCCATCAAGAATGGTATCCTCTACTTGGAGGACCCCGTGAATCATGAGTGGTATCCCCACTACTTCGTTCTGAC

TAGCAGCAAGATCTACTACTCTGAGGAGACCAGCAGTGACCAGGGCAATGAGGATGAAGAGGAGCCGAAGGAGGCCAGCAGCAGCACAGAGCTGCACTCG

AGTGAGAAGTGGTTCCACGGGAAGCTCGGGGCTGGACGTGACGGGCGGCACATTGCTGAGCGCCTGCTCACTGAGTACTGCATAGAGACTGGGGCTCCTG

ATGGCTCCTTCCTAGTGCGAGAAAGTGAGACCTTCGTGGGTGACTACACGCTGTCTTTCTGGCGGAATGGGAAAGTCCAGCACTGCCGCATCCACTCCCG

GCAGGATGCTGGGACTCCTAAGTTCTTCTTGACAGATAACCTTGTCTTTGACTCTCTCTATGACCTCATCACACATTATCAGCAAGTACCCCTGCGCTGC

AATGAGTTTGAGATGCGCCTTTCAGAGCCTGTTCCACAGACGAATGCCCATGAGAGCAAAGAGTGGTACCACGCAAGCCTGACTAGAGCTCAGGCTGAAC

ATATGCTGATGCGAGTGCCCCGGGATGGGGCCTTCCTGGTGCGGAAACGCAATGAGCCTAACTCATATGCCATCTCTTTCCGGGCTGAGGGAAAGATCAA

 M  A   G  V  A   T   P   C   A   N  G  C  G

  P   G  A   P   S   E   A   E   V  L   H  L   C   R   S   L   E   V  G  T   V  M  T   L   F   Y   S   K  K  S   Q  R   P  

 E   R   K  T   F   Q  V  K  L   E   T   R   Q  I   T   W  S   R   G  A   D  K  I   E   G  S   I   D  I   R   E   I   K  

E   I   R   P   G  K  T   S   R   D  F   D  R   Y   Q  E   D  P   A   F   R   P   D  Q  S   H  C  F   V  I   L   Y   G  M

  E   F   R   L   K  T   L   S   L   Q  A   T   S   E   D  E   V  N  M  W  I   K  G  L   T   W  L   M  E   D  T   L   Q 

 A   A   T   P   L   Q  I   E   R   W  L   R   K  Q  F   Y   S   V  D  R   N  R   E   D  R   I   S   A   K  D  L   K  N  

M  L   S   Q  V  N  Y   R   V  P   N  M  R   F   L   R   E   R   L   T   D  L   E   Q  R   S   G  D  I   T   Y   G  Q  F

  A   Q  L   Y   R   S   L   M  Y   S   A   Q  K  T   M  D  L   P   F   L   E   T   N  A   L   R   T   G  E   R   P   E   H 

 C  Q  V  S   L   S   E   F   Q  Q  F   L   L   E   Y   Q  G  E   L   W  A   V  D  R   L   Q  V  Q  E   F   M  L   S   

F   L   R   D  P   L   R   E   I   E   E   P   Y   F   F   L   D  E   L   V  T   F   L   F   S   K  E   N  S   V  W  N  S   Q

  L   D  A   V  C  P   D  T   M  N  N  P   L   S   H  Y   W  I   S   S   S   H  N  T   Y   L   T   G  D  Q  F   S   S  

 E   S   S   L   E   A   Y   A   R   C   L   R   M  G  C  R   C   I   E   L   D  C  W  D  G  P   D  G  M  P   V  I   Y   

H  G  H  T   L   T   T   K  I   K  F   S   D  V  L   H  T   I   K  E   H  A   F   V  A   S   E   Y  P   V  I   L   S   I

  E   D  H  C  S   I   A   Q  Q  R   N  M  A   Q  H  F   R   K  V  L   G  D  T   L   L   T   K  P   V  D  I   A   A  

 D  G  L   P   S   P   N  Q  L   R   R   K  I   L   I   K  H  K  K  L   A   E   G  S   A   Y   E   E   V  P   T   S   V  

M  Y   S   E   N  D  I   S   N  S   I   K  N  G  I   L   Y   L   E   D  P   V  N  H  E   W  Y   P   H  Y   F   V  L   T

  S   S   K  I   Y   Y   S   E   E   T   S   S   D  Q  G  N  E   D  E   E   E   P   K  E   A   S   S   S   T   E   L   H  S  

 S   E   K  W  F   H  G  K  L   G  A   G  R   D  G  R   H  I   A   E   R   L   L   T   E   Y   C   I   E   T   G  A   P   

D  G  S   F   L   V  R   E   S   E   T   F   V  G  D  Y   T   L   S   F   W  R   N  G  K  V  Q  H  C  R   I   H  S   R

  Q  D  A   G  T   P   K  F   F   L   T   D  N  L   V  F   D  S   L   Y   D  L   I   T   H  Y   Q  Q  V  P   L   R   C  

 N  E   F   E   M  R   L   S   E   P   V  P   Q  T   N  A   H  E   S   K  E   W  Y   H  A   S   L   T   R   A  Q  A   E   

H  M  L   M  R   V  P   R   D  G  A   F   L   V  R   K  R   N  E   P   N  S   Y   A   I   S   F   R   A   E   G  K  I   K

SgfI (6)
PvuI (7)

MfeI (82)

Psp1406I (203) HindIII (245)

NgoMIV (441)

KasI (535) AgeI (552)
BstEII (555)

NcoI (560)

NruI (572)

XhoI (646)

SacII (750) EcoRV (781)

BsrBI (1147)

BsrGI (1223)

SalI (1363)

SnaBI (1569)

NcoI (1698)

SphI (1758)

BstXI (1877)

BglII (2108) XhoI (2196)

ScaI (2273)

Acc65I (2564)

XmaI (2618)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

2601

1

13

47

80

113

147

180

213

247

280

313

347

380

413

447

480

513

547

580

613

647

680



GCACTGCCGAGTACAGCAGGAAGGCCAGACAGTGATGCTGGGGAACTCTGAGTTTGACAGCCTGGTTGACCTCATCAGCTACTATGAGAAGCACCCCCTG

TACCGCAAAATGAAGCTACGCTACCCCATCAACGAGGAGGCACTGGAGAAGATCGGGACAGCTGAACCCGATTATGGGGCACTATACGAGGGCCGCAACC

CTGGTTTCTATGTGGAGGCAAACCCTATGCCAACTTTCAAGTGTGCAGTAAAAGCCCTCTTCGACTACAAGGCCCAGAGAGAGGATGAGCTGACCTTCAC

CAAGAGTGCCATCATCCAGAATGTGGAAAAGCAAGATGGTGGCTGGTGGCGAGGGGACTATGGTGGGAAGAAGCAGCTGTGGTTCCCCTCAAACTATGTG

GAAGAGATGATCAATCCAGCAGTCCTAGAGCCTGAGAGGGAGCACCTGGATGAGAACAGCCCACTGGGGGACTTGCTGCGAGGGGTCTTAGATGTGCCAG

CTTGTCAGATCGCCATCCGTCCTGAGGGCAAAAACAACCGGCTCTTCGTCTTCTCCATCAGCATGCCATCAGTGGCTCAGTGGTCCCTGGATGTTGCAGC

TGACTCACAGGAGGAGTTACAGGACTGGGTGAAAAAGATCCGTGAAGTTGCCCAGACTGCAGATGCCAGGCTCACTGAGGGAAAGATGATGGAGAGGAGG

AAGAAGATCGCCTTGGAGCTCTCCGAGCTTGTGGTCTACTGCCGGCCCGTTCCCTTTGATGAAGAGAAGATTGGCACAGAACGTGCTTGTTACCGGGACA

TGTCCTCCTTTCCGGAAACCAAGGCTGAGAAGTATGTGAACAAGGCCAAAGGCAAGAAGTTCCTCCAGTACAACCGGCTGCAGCTCTCGCGCATCTACCC

TAAGGGCCAGAGGCTAGACTCCTCCAATTATGACCCTCTGCCCATGTGGATCTGCGGTAGCCAGCTTGTAGCACTCAATTTCCAGACCCCAGACAAGCCT

ATGCAGATGAACCAGGCCCTCTTCATGGCTGGTGGGCATTGTGGCTATGTGCTGCAGCCAAGCACCATGAGAGACGAAGCCTTTGACCCCTTTGATAAGA

GCAGTCTCCGAGGTCTGGAACCCTGTGTCATTTGCATTGAGGTGCTGGGGGCCAGGCATCTGCCGAAGAATGGCCGGGGTATTGTGTGTCCTTTTGTGGA

GATTGAGGTGGCTGGGGCTGAGTACGACAGCACCAAGCAAAAGACGGAGTTTGTAGTGGACAACGGACTGAACCCTGTGTGGCCTGCTAAGCCCTTCCAC

TTCCAGATCAGTAACCCAGAGTTTGCCTTTCTGCGCTTTGTGGTGTATGAGGAAGACATGTTTAGTGACCAGAACTTCTTGGCTCAGGCTACTTTCCCAG

TAAAAGGCCTGAAGACAGGATATAGAGCAGTGCCTTTGAAGAACAACTACAGTGAAGACCTGGAGTTGGCCTCCCTGCTCATCAAGATTGACATTTTCCC

TGCTAAGGAGAACGGTGACCTCAGTCCTTTCAGTGGCATATCCCTAAGGGAACGGGCCTCAGATGCCTCCAGCCAGCTGTTCCATGTCCGGGCCCGGGAA

GGGTCCTTTGAAGCCAGATACCAGCAGCCATTTGAAGATTTCCGCATCTCGCAGGAGCATCTAGCAGACCATTTTGACAGTCGGGAACGAAGTACTTCAG

ATGGTCCTTCCTCAGCCACTAACCTTATTGAGGATCCCTTACATGACAAGCTGTGGAAGTGCTCTCTTTAAATACCCAGTGGCTAAGAAGATGCTGGCTA

GCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGC

TTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAA

AGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGG

GATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCA

AGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTG

CAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCT

TTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCA

TTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCAT

CAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCT

GCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTG

ATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCG

ATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCAC

CGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA C T A G TCAAAACAAACTCCCATTGACG

 •  N  R   T   Y   K  L   P   I   L   E   E   I   T   T   K  V  L   K  G  

N  M  E   I   L   V  F   C   D  P   A   Y   D  S   I   L   E   R   C   M  G  C  P   S   V  V  R   I   S   R   D  V  E   D

  S   Y   P   H  R   V  A   V  I   T   D  F   D  K  Q  G  N  S   V  A   S   G  I   A   I   A   E   A   C  V  T   V  R  

 G  I   Y   A   E   I   H  V  A   S   I   I   E   G  T   K  T   R   I   A   A   G  V  H  H  K  N  D  E   Y   L   M  T  

I   K  E   T   A   V  E   V  L   E   L   D  Q  Q  S   I   N  F   T   K  M 

H  M  L   M  R   V  P   R   D  G  A   F   L   V  R   K  R   N  E   P   N  S   Y   A   I   S   F   R   A   E   G  K  I   K

  H  C  R   V  Q  Q  E   G  Q  T   V  M  L   G  N  S   E   F   D  S   L   V  D  L   I   S   Y   Y   E   K  H  P   L  

 Y   R   K  M  K  L   R   Y   P   I   N  E   E   A   L   E   K  I   G  T   A   E   P   D  Y   G  A   L   Y   E   G  R   N  

P   G  F   Y   V  E   A   N  P   M  P   T   F   K  C  A   V  K  A   L   F   D  Y   K  A   Q  R   E   D  E   L   T   F   T

  K  S   A   I   I   Q  N  V  E   K  Q  D  G  G  W  W  R   G  D  Y   G  G  K  K  Q  L   W  F   P   S   N  Y   V 

 E   E   M  I   N  P   A   V  L   E   P   E   R   E   H  L   D  E   N  S   P   L   G  D  L   L   R   G  V  L   D  V  P   

A   C  Q  I   A   I   R   P   E   G  K  N  N  R   L   F   V  F   S   I   S   M  P   S   V  A   Q  W  S   L   D  V  A   A

  D  S   Q  E   E   L   Q  D  W  V  K  K  I   R   E   V  A   Q  T   A   D  A   R   L   T   E   G  K  M  M  E   R   R  

 K  K  I   A   L  E   L   S   E   L   V  V  Y   C   R   P   V  P   F   D  E   E   K  I   G  T   E   R   A   C  Y   R   D  

M  S   S   F   P   E   T   K  A   E   K  Y   V  N  K  A   K  G  K  K  F   L   Q  Y   N  R   L   Q  L   S   R   I   Y   P

  K  G  Q  R   L   D  S   S   N  Y   D  P   L   P   M  W  I   C   G  S   Q  L   V  A   L   N  F   Q  T   P   D  K  P  

 M  Q  M  N  Q  A   L   F   M  A   G  G  H  C  G  Y   V  L   Q  P   S   T   M  R   D  E   A   F   D  P   F   D  K  

S   S   L   R   G  L   E   P   C   V  I   C   I   E   V  L   G  A   R   H  L   P   K  N  G  R   G  I   V  C  P   F   V  E

  I   E   V  A   G  A   E   Y   D  S   T   K  Q  K  T   E   F   V  V  D  N  G  L   N  P   V  W  P   A   K  P   F   H 

 F   Q  I   S   N  P   E   F   A   F   L   R   F   V  V  Y   E   E   D  M  F   S   D  Q  N  F   L   A   Q  A   T   F   P   

V  K  G  L   K  T   G  Y   R   A   V  P   L   K  N  N  Y   S   E   D  L   E   L   A   S   L   L   I   K  I   D  I   F   P

  A   K  E   N  G  D  L   S   P   F   S   G  I   S   L   R   E   R   A   S   D  A   S   S   Q  L   F   H  V  R   A   R   E  

 G  S   F   E   A   R   Y   Q  Q  P   F   E   D  F   R   I   S   Q  E   H  L   A   D  H  F   D  S   R   E   R   S   T   S   

D  G  P   S   S   A   T   N  L   I   E   D  P   L   H  D  K  L   W  K  C  S   L   • 

BsaBI (3207) SphI (3260)

NgoMIV (3440)

StuI (4104)

BstEII (4213)
PshAI (4216)

Bsp120I (4289)
XmaI (4292)

ScaI (4390)

BamHI (4431) NheI (4496)

MscI (4502)

HpaI (4634) MfeI (4645)

SspI (4969) SwaI (4983)

BstXI (5273)

StuI (5408)

AseI (5616)

SpeI (5771)

2701

2801

2901

3001

3101

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301

4401

4501

4601

4701

4801

4901

5001

5101

5201

5301

5401

5501

5601

5700

141

120

87

54

20

680

713

747

780

813

847

880

913

947

980

1013

1047

1080

1113

1147

1180

1213

1247

1280



TCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTA

ATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGT

ACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATG

GGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCC T G C AG G TT AA TT

AAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACA

AAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGAC

CCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTT

CGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACT

TATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACAC

TAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGC

GGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACG

AAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGT

TTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCA
GAACATTTCTCTATCGAA

SnaBI (5899)

SdaI (6182)PacI (6190)

ApaLI (6514)

PacI (6930) SwaI (6939) NotI (6949)
EagI (6950)

5799

5899

5999

6099

6197

6297

6397

6497

6597

6697

6797

6897

6997
7097
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