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Pvul (7)
Sefl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
Agel (552) Sphl (560)
501 CTGAGATCACCGGTCAGCATGCAGAGCAATAAAGCCTTTAACTTGGAGAAGCAGAA

- 1M Q S N K A F N L E K QN
601 TCATACTCCAAGGAAGCATCATCAGCATCACCACCAGCAGCACCATCAGCAGCAACAGCAGCAGCAGCAGCAACAGCCACCCCCACCAATACCTGCAAAT
3 H T PRKHUHOQHUHHQQHHQQQQQQQQQQ®PPPP I PAN
Bbsl (768)
701 GGCCAGCAGGCCAGCAGCCAGAATGAAGGCTTGACTATTGACCTGAAGAATTTTAGGAAACCAGGAGAGAAGACCTTTACACAGCGTAGCCGTCTCTTTG
47" G Q Q A.S S Q N EG L T I DLKNTFURIKUPGTEZKTF FTIOQRSRLF
EcoRV (817)
801 TGGGCAATCTTCCCCCTGATATCACTGAGGAGGAAATGAGGAAACTATTTGAGAAATATGGAAAAGCAGGCGAAGTTTTCATTCATAAGGATAAAGGCTT
8 G N L P P D I T E E EMRIK L F EK Y G KAGTEV F I HKDK G F
Xceml (941)
901 TGGCTTTATTCGCTTGGAAACACGAACCCTAGCGGAAATTGCCAAAGTGGAGCTGGACAACATGCCCCTCCGTGGGAAGCAGCTGCGAGTGCGCTTTGCC
113 G F | R L E T R T L A E I A XKV ELDNMMZPTILI RS GI KIQLI RV R FA
1001 TGTCACAGTGCATCCCTTACAGTCCGCAACCTTCCTCAGTACGTGTCGAACGAACTGCTGGAAGAAGCCTTTTCTGTGTTCGGCCAGGTGGAGAGGGCTG
147 C H S A S L TV RNULUWPQYV SNZETLILTETEATFS SV FGQV ERA
Bsu36I (1127)
1101 TAGTCATTGTGGATGACCGAGGAAGGCCCTCAGGGAAAGGCATTGTTGAGTTCTCAGGGAAGCCAGCTGCTCGGAAAGCTCTGGACAGATGCAGTGAAGG
189V Vv | V D D R G R P S G K G I V EF SG K PAAIRIKA ATLUDI RTC S EG
1201 CTCCTTCTTGCTGACTACATTTCCTCGGCCTGTGACTGTGGAGCCTATGGACCAGTTAGATGATGAAGAGGGACTTCCAGAGAAACTGGTTATAAAAAAC
213 S F L L T T F P R PV TV EPMDA QULDUDETESGTILUPEI KLV I KN
1301 CAGCAATTCCACAAGGAGAGAGAACAGCCACCCAGATTTGCACAACCTGGCTCCTTTGAGTATGAGTATGCCATGCGCTGGAAGGCACTCATTGAGATGG
247 Q Q FH K EREQ®PZPRTFAQ®PGSTFEYETYAMIRBRWI KA ATL I EWM
BspHI (1479)
1401 AGAAGCAACAGCAGGATCAAGTGGATCGGAACATCAAGGAGGCTCGTGAGAAGCTGGAGATGGAGATGGAGGCTGCACGTCATGAGCACCAGGTTATGCT
280PE K Q Q Q b QV D RN I K EAREIKLEMTEMTEAARHTEHA QVML
Xmnl (1528)
Sapl (1528)
1501 AATGAGGCAGGATTTGATGAGACGTCAAGAAGAGCTTCGGAGAATGGAGGAGCTGCATAACCAAGAGGTTCAGAAGCGAAAGCAGTTAGAACTCAGGCAG
333 M R QD LM RIRQETETLT RRMTETETLUHNO GQTEVI QKT RIKTI OQTLTETLTRDAOQ
1601 GAAGAGGAACGCAGGCGCCGTGAGGAAGAGATGCGGCGACAGCAAGAGGAAATGATGCGCCGACAGCAGGAAGGATTCAAGGGAACCTTCCCTGATGCGA
347 E E E R R R R EEEMU RRQQETEMMA RRQQESGT FIKGTF PDA
1701 GAGAACAAGAGATACGGATGGGCCAAATGGCTATGGGAGGTGCTATGGGCATAAACAATAGAGGCGCGATGCCCCCTGCTCCTGTGCCACCTGGTACTCC
380PR EQ E I RM GQMAMGG GAMG I NNRGAMU®PUPAUPV P PGT P
Psp1406I (1865)
1801 AGCTCCTCCAGGACCTGCCACTATGATGCCAGATGGAACCCTTGGATTGACCCCACCAACAACTGAACGTTTTGGCCAAGCTGCAACAATGGAAGGAATT
413 AP PG PATMMU®PDSGT LG LTU®PU®PTTEI RT FGAOQAATMEG I
1901 GGAGCAATTGGTGGAACTCCTCCTGCATTCAACCGTCCAGCTCCGGGAGCTGAATTTGCTCCAAATAAACGCCGCCGATATTAGATAAAGTTGCATTGTC
447 G A 1 G G T P P A FNU RUPAPGATETFAPNI KRR RIRY e
BstAPI (2009)
PstI (2007) Nhel (2018)
2001 TAGTTTCCTGCAGCCCTTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTT

Hpal (2156)
2101 GTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGG

EcoRI (2252)
2201 GGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCT
- -

2301 CTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTT

Sapl (2434) Sspl (2491)
2401 TAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAG




Swal (2505)
2501 AAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTG

2601 GACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAAT

4494 « N R T Y K L P | L E E |
Sacl (2766) BstXI (2795)

2701 GGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACC
1284 T T K V L K G NM E I LV FCDZPAJYDS S I LET RTCMGTCTPSVV

2801 CTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGG

944R | S R DV ED S Y PH RV AV I TDFDJZ KU QGNZSVASG I A I A

Stul (2930)

2901 CTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTT

614 E A CV TV RG I YAE I HVAS 1T I1EGTTIKTU RIAAGVHHK
BbsI (3076)
Xmnl (3072)
3001 GTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAG
24 N D EY LMT I KETAVEVLETLDGO QQQS INTFTI KM-S+-—
Asel (3138) Sacl (3195)
3101 TGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTITATCTGACGGTTCACTAAACGAGCT
-

Spel (3293)
3201 CTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTC
-

3301 AAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT

SnaBI (3421)
3401 CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCA

Ndel (3526)
3501 TTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAG

3601 TCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGT

Pacl (3712)
PstI (3705)
Sdal (3704) BspLUIII (3722)
3701 AACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCC
E— -
3801 CCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGT

3901 GCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTC

ApalLI (4036)
4001 AGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCA

4101 ACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTG

4201 GCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAA

4301 CAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGT

Eagl (4472)
Pacl (4452) Swal (4461) Notl (4471)
4401 CTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCA

4501 TTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCA
4601 GTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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