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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCATCATGACTCCTCCCTGCCTCAATTGTTCCATCTTTCCTGG

AGCGCTCTCCCCAAATGCTTCAAGGAGCCCCCTGGTCTGCAATATCAGTGAGTTCAAGTGGCCCTATCAACCTGAGGATCTGAACCTTACCGATGAGGCC

CTGAGGCTGAAGTATTTGGGGCCACAGCAGATGAAACAGTTTGTCCCCATCTGTGTCACGTACCTGCTGATCTTCGTGGTGGGCACTCTGGGCAACGGGC

TGACCTGCACCGTCATCCTGCGCAACAAGACTATGCGCACGCCCACCAACTTCTACCTCTTCAGCCTCGCTGTGTCCGATATGCTGGTGCTCCTGGTGGG

CTTGCCTCTGGAGCTTTATGAGATGCAGCAAAATTACCCGTTCCAGCTGGGTGCGAGTGCCTGCTACTTCCGAATACTGCTCTTAGAGACCGTCTGCCTA

GCTTCAGTGCTCAATGTCACAGCCCTGAGTGTGGAGCGTTATGTGGCCGTGGTGCGCCCACTCCAAGCCAAGTCTGTGATGACACGGGCCCATGTGCGCC

GCATGGTGGGGGCCATCTGGGTCCTCGCTACTCTCTTCTCTCTGCCCAACACCAGCCTGCATGGCCTCAGTCAACTAACTGTGCCCTGCCGGGGGCCGGT

GCCCGACTCAGCTATATGTTCGCTGGTGGGTCCCATGGACTTCTACAAGTTGGTGGTACTGACTACCGCACTGCTCTTCTTCTGTCTGCCCATGGTCACC

ATCAGTGTGCTGTATCTGCTCATTGGGCTGCGGCTGCGGAGGGAGAGGATGTTGCTCCAAGTGGAGGTCAAGGGCAGGAAAACCGCAGCAACCCAGGAGA

CCTCCCACAGAAGGATTCAGCTGCAAGATAGGGGACGGAGACAGGTGACCAAGATGCTGTTTGCACTGGTTGTGGTATTCGGCATCTGCTGGGCTCCATT

CCATGCTGACCGTATCATGTGGAGCCTGGTGTATGGACACTCAACGGAAGGCCTGCACCTGGCCTACCAGTGTGTCCACATTGCCTCTGGCATCTTCTTC

TATCTCGGCTCAGCAGCCAACCCGGTGCTCTACAGCCTCATGTCTACTCGCTTCCGAGAGACCTTCCTGCAAGCCCTGGGCCTTGGAACCCAGTGCTGTC

ATCGCCGCCAACCCTATCATGGCTCCCATAACCACATCAGGTTGACCACAGGCAGCACCCTGTGTGACGTGGGCCACAGGAACAGCAGGGACGAACCTCT

GGCTGTGAATGAGGATCCAGGGTGTCAGCAAGAGACAGACCCCTCCTGAATAAAATTTGGAAGGAGCCTTACCCAGCTAGCTGGCCAGACATGATAAGAT

ACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAG

CTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAA

TGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATC

AGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCAT

TTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTT

ATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAA

GAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAG

CAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAG

CCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTG

GACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCC

ACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAA

TTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTT

GCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAA

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K   G   N   M   E   I   L   V   F   

C   D   P   A   Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D   V   E   D   S   Y   P   H   R   V   A

  V   I   T   D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R   G   I   Y   A   E   I   H  

 V   A   S   I   I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   L   M   T   I   K   E   T   A   V   E   

V   L   E   L   D   Q   Q   S   I   N   F   T   K   M  

 M   T   P   P   C   L   N   C   S   I   F   P   G

  A   L   S   P   N   A   S   R   S   P   L   V   C   N   I   S   E   F   K   W   P   Y   Q   P   E   D   L   N   L   T   D   E   A  

 L   R   L   K   Y   L   G   P   Q   Q   M   K   Q   F   V   P   I   C   V   T   Y   L   L   I   F   V   V   G   T   L   G   N   G   

L   T   C   T   V   I   L   R   N   K   T   M   R   T   P   T   N   F   Y   L   F   S   L   A   V   S   D   M   L   V   L   L   V   G

  L   P   L   E   L   Y   E   M   Q   Q   N   Y   P   F   Q   L   G   A   S   A   C   Y   F   R   I   L   L   L   E   T   V   C   L  

 A   S   V   L   N   V   T   A   L   S   V   E   R   Y   V   A   V   V   R   P   L   Q   A   K   S   V   M   T   R   A   H   V   R   

R   M   V   G   A   I   W   V   L   A   T   L   F   S   L   P   N   T   S   L   H   G   L   S   Q   L   T   V   P   C   R   G   P   V

  P   D   S   A   I   C   S   L   V   G   P   M   D   F   Y   K   L   V   V   L   T   T   A   L   L   F   F   C   L   P   M   V   T  

 I   S   V   L   Y   L   L   I   G   L   R   L   R   R   E   R   M   L   L   Q   V   E   V   K   G   R   K   T   A   A   T   Q   E   

T   S   H   R   R   I   Q   L   Q   D   R   G   R   R   Q   V   T   K   M   L   F   A   L   V   V   V   F   G   I   C   W   A   P   F

  H   A   D   R   I   M   W   S   L   V   Y   G   H   S   T   E   G   L   H   L   A   Y   Q   C   V   H   I   A   S   G   I   F   F  

 Y   L   G   S   A   A   N   P   V   L   Y   S   L   M   S   T   R   F   R   E   T   F   L   Q   A   L   G   L   G   T   Q   C   C   

H   R   R   Q   P   Y   H   G   S   H   N   H   I   R   L   T   T   G   S   T   L   C   D   V   G   H   R   N   S   R   D   E   P   L

  A   V   N   E   D   P   G   C   Q   Q   E   T   D   P   S   •  
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TCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTA

GGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGAT

GTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGT

CAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGC

AAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTG

GCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCC

GCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACG

AACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGG

TAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGC

GCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGC

AGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGT

CATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACAT

ACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301

4401


	Map
	Sequence

