
100

pUNO1-mNFKBIA
(4135 bp)

SV40 p(A) mod

(h) ßglobin p(A)

ori pMB1

hCMV enh

hCMV prom

EM7

BsrS2

hEF1-HTLV prom

mNFKBIA (MAD3)

SgfI (6)
PvuI (7)

MfeI (82)
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PmlI (1113)
DraIII (1162)
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HpaI (1655)
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Eco147I (2429)
StuI (2429)

XmnI (2571)
BspHI (2579)

PagI (2579)
AseI (2637)

VspI (2637)

SpeI (2792)

Eco105I (2920)
SnaBI (2920)
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PacI (3211)
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PacI (3951)
SwaI (3960)

NotI (3970)
EagI (3971)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAACATGTTTCAGCCAGCTGGGCACGGCCAGGACTGGGCCAT

GGAGGGCCCGCGGGATGGCCTCAAGAAGGAGCGCTTGGTGGACGATCGCCACGACAGCGGCCTGGACTCCATGAAGGACGAGGAGTACGAGCAAATGGTG

AAGGAGCTGCGGGAGATCCGCCTGCAGCCGCAGGAGGCGCCGCTGGCCGCCGAGCCCTGGAAGCAGCAGCTCACGGAGGACGGAGACTCGTTCCTGCACT

TGGCAATCATCCACGAAGAGAAGCCGCTGACCATGGAAGTCATTGGTCAGGTGAAGGGAGACCTGGCCTTCCTCAACTTCCAGAACAACCTGCAGCAGAC

TCCACTCCACTTGGCTGTGATCACCAACCAGCCAGGAATTGCTGAGGCACTTCTGAAAGCTGGCTGTGATCCTGAGCTCCGAGACTTTCGAGGAAATACC

CCTCTACATCTTGCCTGTGAGCAGGGCTGCCTGGCCAGTGTAGCAGTCTTGACGCAGACCTGCACACCCCAGCATCTCCACTCCGTCCTGCAGGCCACCA

ACTACAATGGCCACACGTGTCTGCACCTAGCCTCTAT CCACGGCTACCTGGCCATCGTGGAGCACTTGGTGACTTTGGGTGCTGATGTCAACGCTCAGGA

GCCCTGCAATGGCCGGACAGCCCTCCACCTTGCGGTGGACCTGCAGAATCCTGACCTGGTTTCGCTCTTGTTGAAATGTGGGGCTGATGTCAACAGGGTA

ACCTACCAAGGCTACTCCCCCTACCAGCTTACCTGGGGCCGCCCAAGTACCCGGATACAGCAGCAGCTGGGCCAGCTGACCCTGGAAAATCTCCAGATGC

TACCCGAGAGCGAGGATGAGGAGAGCTATGACACGGAGTCAGAATTCACAGAGGATGAGCTGCCCTATGATGACTGTGTGTTTGGAGGCCAGCGTCTGAC

ATTATAAGTGGAAAGTGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTG

TGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGG

GAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTC

TACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTT

AAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGA

AATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGG

ACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATG

GTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCC

TGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGC

•••AsnArgThr Ty rLysLeuP ro I l eLeuGl uGl u I l eT

hr Thr LysVa l LeuLysGl yAsnMe tGl u I l eLeuVa l PheCysAspP roAl aTyrAspSer I l eLeuGl uArgCysMe tGl yCysP roSer Va l Va l A r

g I l eSer A rgAspVa l Gl uAspSer Ty rP roHi sArgVa l A l aVa l I l eThrAspPheAspLysGl nGl yAsnSer Va l A l aSer Gl y I l eAl a I l eAl a

snAspGl uTy rLeuMe tThr I l eLysGl uThr Al aVa l Gl uVa l LeuGl uLeuAspGl nGl nSer I l eAsnPheThr LysMe t

Me tPheGl nP roAl aGl yHi sGl yGl nAspT rpAl aMe

tGl uGl y P roArgAspGl yLeuLysLysGl uArgLeuVa l AspAspArgHi sAspSer Gl yLeuAspSer Me tLysAspGl uGl uTy rGl uGl nMe tVa l

LysGl uLeuArgGl u I l eArgLeuGl nP roGl nGl uAl aP roLeuAl aAl aGl uP roT rpLysGl nGl nLeuThr Gl uAspGl yAspSer PheLeuHi sL

euAl a I l e I l eHi sGl uGl uLysP roLeuThr Me tGl uVa l I l eGl yGl nVa l LysGl yAspLeuAl aPheLeuAsnPheGl nAsnAsnLeuGl nGl nTh

r P roLeuHi sLeuAl aVa l I l eThrAsnGl nP roGl y I l eAl aGl uAl aLeuLeuLysAl aGl yCysAspP roGl uLeuArgAspPheArgGl yAsnThr

P roLeuHi sLeuAl aCysGl uGl nGl yCysLeuAl aSer Va l A l aVa l LeuThr Gl nThr CysThr P roGl nHi s LeuHi sSer Va l LeuGl nAl aThr A

snTyrAsnGl yHi sThr CysLeuHi sLeuAl aSer I l eHi sGl yTyrLeuAl a I l eVa l Gl uHi s LeuVa l Thr LeuGl yA l aAspVa l AsnAl aGl nGl

uP roCysAsnGl yA rgThr Al aLeuHi sLeuAl aVa l AspLeuGl nAsnP roAspLeuVa l Ser LeuLeuLeuLysCysGl yA l aAspVa l AsnArgVa l

Thr Ty rGl nGl yTyrSer P roTy rGl nLeuThr T rpGl yA rgP roSer Thr A rg I l eGl nGl nGl nLeuGl yGl nLeuThr LeuGl uAsnLeuGl nMe tL

euP roGl uSer Gl uAspGl uGl uSer TyrAspThr Gl uSer Gl uPheThr Gl uAspGl uLeuP roTyrAspAspCysVa l PheGl yGl yGl nArgLeuTh

r Leu•••
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Psp1406I (203) HindIII (245) Bsu36I (291)

NaeI (441)
NgoMI (441)
NgoMIV (441)

KasI (535) AgeI (552)
BspLU11I (560)

NcoI (596)

EcoO109I (602)
Bsp120I (603)

SacII (607)

AfeI (629)
Eco47III (629)

KasI (735)

NcoI (830)

SacI (973)

SdaI (1086)

BbrPI (1113)
Eco72I (1113)
PmlI (1113)

DraIII (1162)

BstEII (1296)

EcoRI (1441)

NheI (1517)

HpaI (1655) MfeI (1666)

EcoRI (1751)

SspI (1990)

SwaI (2004) EcoO109I (2065)

BstXI (2294)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

141

127

94

27

1

13

47

80

113

147

180

213

247

280

313



TTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTG

TTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGT

GAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTC

TGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA C T A G TC

AAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT

CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCA

TTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAG

TCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGT

AACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCG

CCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTC

GTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATC

TCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTC

CAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGG

TGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCA

AACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGG

GTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTT

CATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCC
CAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

•••AsnArgThr Ty rLysLeuP ro I l eLeuGl uGl u I l eT

Gl uAl aCysVa l Thr Va l A rgGl y I l eTyrAl aGl u I l eHi sVa l A l aSer I l e I l eGl uGl yThr LysThr A rg I l eAl aAl aGl yVa l Hi sHi s LysA

snAspGl uTy rLeuMe tThr I l eLysGl uThr Al aVa l Gl uVa l LeuGl uLeuAspGl nGl nSer I l eAsnPheThr LysMe t

Eco147I (2429)
StuI (2429)

XmnI (2571)
BspHI (2579)
PagI (2579)

AseI (2637)
VspI (2637)

SpeI (2792)

Eco105I (2920)
SnaBI (2920)

NdeI (3025)

SdaI (3203) PacI (3211) BspLU11I (3221)

ApaLI (3535)

PacI (3951) SwaI (3960) NotI (3970)
EagI (3971)

2401

2501

2601

2701

2800

2900

3000

3100

3200

3298

3398

3498

3598

3698

3798

3898

3998
4098

141

61

27
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