Eagl (3971)
NotI (3970)
Swal (3960)
Pacl (3951)

ApaLI (3535)

ori pMBI1

BspLU11I (3221)
Pacl (3211)
Sdal (3203)

Sgfl (6)
Pvul (7)
Mfel (82)

Psp14061 (203)
HindIII (245)

Bsu36l (291)

ael (441)

NgoMI (441)

NgoMIV (441)

Kasl (535)
Agel (552)
BspLU11I (560)
Ncol (596)
Eco01091 (602)

Bsp120I (603)
Sacll (607)

Afel (629)
Ecod7III (629)
Kasl (735)

Neol (830)

hEF1-HTLV prom

mNFKBIA (MAD3)

Sacl (973)

pUNO1-mNFKBIA

NdeI (3025)

hCMV enh

SnaBI (2920)

Ecol051 (2920)
hCMYV prom

Spel (2792)

Vspl (2637)
Asel (2637)
Pagl (2579)
BspHI (2579)
Xmnl (2571)

Stul (2429)

Ecol471 (2429)

100 BstXI (2294)

EcoO1091 (2065)

(4135 bp) dal (1086)

BbrPI (1113)
Eco72I (1113)

Pmll (1113)
Dralll (1162)

BstEII (1296)

SV40 p(A) mod
EcoRI (1441)

(h) Bglobin p(A) Nhel (1517)

Hpal (1655)
Mfel (1666)
EcoRI (1751)

SspI  (1990)
Swal (2004)

InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
NgoMI (441)
Nael (441)
401
BspLU11I (560)
KasI (535) Agel (552) Ncol (596)
501 CTGAGATCACCGGTCAACATGTTTCAGCCAGCTGGGCACGGCCAGGACTGGGCCAT
> 1#Me tPheGl nProAl aGl yHi sGl yGl nAspTrpAl aMe
Sacll (607)
Bsp1201 (603) Ecod7III (629)

Eco0O1091 (602) Afel (629)
601 GGAGGGCCCGCGGGATGGCCTCAAGAAGGAGCGCTTGGTGGACGATCGCCACGACAGCGGCCTGGACTCCATGAAGGACGAGGAGTACGAGCAAATGGTG
13k tGluGlyProArgAspGlyLeuLysLysGluArgLeuVal AspAspArgHi sAspSer Gl yLeuAspSer MetLysAspGluGluTyrGluGlnMetVal
Kasl (735)
701 AAGGAGCTGCGGGAGATCCGCCTGCAGCCGCAGGAGGCGCCGCTGGCCGCCGAGCCCTGGAAGCAGCAGCTCACGGAGGACGGAGACTCGTTCCTGCACT
47k LysGluLeuArgGlul | eArgLeuGlnProGl nGluAl aProLeuAl aAl aGl uProTrpLysGI nGlnLeuThr Gl uAspGl yAspSer PheLeuHisL
Ncol (830)
801 TGGCAATCATCCACGAAGAGAAGCCGCTGACCATGGAAGTCATTGGTCAGGTGAAGGGAGACCTGGCCTTCCTCAACTTCCAGAACAACCTGCAGCAGAC
80FeuAlallelleHisGluGluLysProLeuThrMetGluVallleGlyGlnValLysGlyAspLeuAl aPheLeuAsnPheGl nAsnAsnLeuGlnGInTh
Sacl (973)
901 TCCACTCCACTTGGCTGTGATCACCAACCAGCCAGGAATTGCTGAGGCACTTCTGAAAGCTGGCTGTGATCCTGAGCTCCGAGACTTTCGAGGAAATACC
113FrProLeuHisLeuAlaVallleThrAsnGInProGlyl |l eAlaGluAlaLeulLeulLysAlaGlyCysAspProGluLeuArgAspPheArgGl yAsnThr
Sdal (1086)
1001 CCTCTACATCTTGCCTGTGAGCAGGGCTGCCTGGCCAGTGTAGCAGTCTTGACGCAGACCTGCACACCCCAGCATCTCCACTCCGTCCTGCAGGCCACCA
147k ProLeuHisLeuAl aCysGluGI nGlyCysLeuAl aSerValAlaVal LeuThr GI nThr CysThrProGl nHisLeuHisSerValLeuGlnAlaThrA
Pmll (1113)
Eco72I (1113)
BbrPI (1113) Dralll (1162)
1101 ACTACAATGGCCACACGTGTCTGCACCTAGCCTCTAT CCACGGCTACCTGGCCATCGTGGAGCACTTGGTGACTTTGGGTGCTGATGTCAACGCTCAGGA
180F snTyrAsnGl yHi sThr CysLeuHisLeuAlaSer | | eHisGlyTyrLeuAlalleValGluHisLeuVal Thr LeuGl yAl aAspValAsnAl aGl nGl
BStEII (1296)
1201 GCCCTGCAATGGCCGGACAGCCCTCCACCTTGCGGTGGACCTGCAGAATCCTGACCTGGTTTCGCTCTTGTTGAAATGTGGGGCTGATGTCAACAGGGTA
213k uProCysAsnGlyArgThr Al aLeuHi sLeuAl aValAspLeuGl nAsnProAspLeuVal SerLeuLeuLeulLysCysGlyAl aAspValAsnArgVal
1301 ACCTACCAAGGCTACTCCCCCTACCAGCTTACCTGGGGCCGCCCAAGTACCCGGATACAGCAGCAGCTGGGCCAGCTGACCCTGGAAAATCTCCAGATGC
247F Thr TyrGInGlyTyrSerProTyrGlnLeuThr TrpGlyArgProSer ThrArgl 1 eGI nGInGl nLeuGl yGl nLeuThr LeuGl uAsnLeuGIl nMe tL
EcoRI (1441)
1401 TACCCGAGAGCGAGGATGAGGAGAGCTATGACACGGAGTCAGAATTCACAGAGGATGAGCTGCCCTATGATGACTGTGTGTTTGGAGGCCAGCGTCTGAC
280F euProGl uSer Gl uAspGl uGl uSer TyrAspThr Gl uSer Gl uPheThr Gl uAspGl uLeuProTyrAspAspCysVal PheGl yGl yGl nArgLeuTh
Nhel (1517)
1501 ATTATAAGTGGAAAGTGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTG
313krLeuscee

Hpal (1655) Mrfel (1666)
1601 TGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGG

EcoRI (1751)
1701 GAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTC
> -

1801 TACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTT

SspI  (1990)
1901 AAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGA

Swal (2004) Eco01091 (2065)
2001 AATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGG

2101 ACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATG
414 eoeAsnArgThr TyrLysLeuProl leLeuGluGlul leT

BstXI (2294)
2201 GTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCC
1274 hrThrLysVal LeuLysGl yAsnMetGlul | eLeuVal PheCysAspProAl aTyrAspSer | | eLeuGluArgCysMetGlyCysProSerVal ValAr
2301 TGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGC
944 gl leSerArgAspVal Gl uAspSer TyrProHi sArgValAlaVal | | eThrAspPheAspLysGl nGlyAsnSerValAlaSerGlylleAlalleAla




2401

Stul (2429)
Ecold7I (2429)
TTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTG

614GluAlaCysVal ThrValArgGlyl leTyrAlaGlul leHisValAlaSer|lelleGluGlyThrLysThrArglleAlaAlaGlyValHisHisLysA

2501

274snAspGluTyrLeuMetThr I leLysGluThrAlaVal GluValLeuGluLeuAspGInGlnSer||eAsnPheThr LysMe t -

2601

2701

2800

2900

3000

3100

3200

3298

3398

3498

3598

3698

3798

3898

3998
4098

Pagl (2579)
BspHI (2579)
Xmnl (2571)
TTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGT

Vspl (2637)
Asel (2637)
GAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTC
]

Spel (2792)
TGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTC
e

AAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT

SnaBI (2920)
Ecol05I (2920)
CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCA

Ndel (3025)
TTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAG

TCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGT

Sdal (3203)  Pacl (3211) BspLU11I (3221)
AACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCG
- -
CCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTC

GTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATC

ApaLI (3535)
TCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTC

CAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGG

TGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCA

AACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGG

Eagl (3971)
Pacl (3951) Swal (3960)  NotI (3970)
GTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTT

CATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCC
CAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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