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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Sphl (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCAGCATGCAGCTGAGAAAAATGCAGACCATCAAAAAGGAGCC
- 1M Q L R KM QT I K KE P

601 CGCACCCCTAGATCCTACCAGCAGCTCAGACAAGATGCTGCTGCTGAACTCTGCCTTAGCTGAGGTGGCCGAGGACCTAGCCTCAGGTGAAGATTTGCTC
13 AP L DPTSSSDIKMLILILNSALAEVAET DILASGTETDTLL
EcoRI (754) BspEI (762)
701 CTGAACGAAGGGAGCATGGGGAAAAACAAATCCTCGGCGTGTCGGAGAAAACGGGAATTCATTCCGGACGAGAAGAAAGACGCCATGTATTGGGAGAAAC
47 L N E G S M G K N K S S A CR R KR RETF I P DEIKIKUDAMYWE K
BglII (826)

801 GGCGGAAAAACAACGAAGCTGCCAAAAGATCTCGGGAGAAGCGCCGCCTCAATGACCTGGTTTTGGAGAACAAGCTGATTGCCCTGGGAGAAGAAAATGC

80FR R K N NE A A KR SR EK RWIRLNDILUVLTENIKTILI AL GETENA

901 CACTTTAAAAGCTGAGCTGCTCTCCCTGAAATTAAAGTTTGGTTTAATTAGCTCCACGGCGTATGCCCAAGAAATCCAGAAACTCAGTAATTCCACAGCT

113 T L K A E L L S L KL KF GL I SSTAYAQE 1l QKL SNSTA

1001 GTCTACTTTCAGGACTACCAGACATCCAAGGCTGCCGTGAGCTCTTTTGTGGACGAGCATGAGCCTGCGATGGTAGCCGGAAGTTGCATCTCAGTCATCA

147 V. Y F Q D Y Q T S K A AV S S F VDEWHEUPAMVAGSTCI S VI

1101 AGCACTCTCCCCAGAGCTCGCTCTCCGATGTGTCAGAGGTGTCCTCGGTGGAGCACACTCAGGAAAGCCCCGCACAGGGAGGCTGCCGGAGCCCTGAGAA

180K H S P Q S S L S DV S EVSSVEUHTW QQESZPAQGS GTCR RS PEN

BsrBI (1264)
1201 CAAGTTCCCTGTGATCAAGCAGGAGCCCGTGGAGTTGGAGAGCTTTGCCAGGGAGGCCAGGGAGGAGCGGGGCACGTATTCCACCTCCATCTACCAGAGC
213 K F P V I K Q E P V E L E SF AREARTETEIRGTYSTS 1 Y QS
Necol (1353)
1301 TACATGGGAAGCTCTTTCTCCACTTACTCCCACTCCCCACCCCTCTTGCAGGTCCATGGGTCCACTAGCAACTCCCCAAGAACCTCAGAGGCCGATGAGG
247 Y M G S S F S T Y S HS PPLULAQVHGSTSNSU®PRTSEATDE
Bspl1201 (1449)
1401 GTGTAGTGGGCAAGTCTTCTGATGGGGAAGACGAACAACAGGTCCCTAAGGGCCCCATCCATTCTCCAGTGGAGCTGCAACGGGTT CACGCCACGGTGGT
280G V V G K S S DG EDZEQQVU®PKGPI HS?PVETLI QRVYVHATVYV
BspEI (1506) HindIII (1537)
1501 GAAGGTTCCGGAAGTGAACCCTTCTGCCTTACCGCACAAGCTTCGGATTAAAGCCAAGGCCATGCAGGTCAAAGTGGAGGCTTTGGACAGCGAGTTTGAA
313 K VP E V N P S AL P HIKULUZ RI KAIKAMAOQVIKVEATLUDSEF E
Pvul (1631)
Sphl (1601) Sgfl (1630)

1601 GGCATGCAGAAACTCTCTTCACCCGCCGATGCGATCGCCAAAAGACATTTTGACCTGGAGAAACATGGAACCTCGGGTATGGCCCATTCCTCCCTCCCTC

347 G M Q K L S S PADAI A KU RWUHTFDILTEIKHGTS S GMAUHS S L P

1701 CTTTCTCAGTGCAGGTGACGAACATTCAAGATTGGTCCCTCAAATCGGAACACTGGCATCACAAAGAACTGAGCAGCAAAACTCAGAGTAGCTTCAAAAC

380kP F S V. Q VT NI Q DWS L K SEHWHUHIKTETLSSIKTOQS S F K T

PstI (1883)

1801 AGGTGTGGTGGAAGTCAAAGACGGTGGCTATAAGGTTTCCGAAGCTGAGAATTTGTATTTGAAGCAGGGAATAGCAAACTTATCTGCAGAGGTGGTCTCG

413 G V.V E V KD G G Y KV S EAENILYLIKAOQGI A NLSAEV VS
Mscl (1990)

BstXI (1943) Nsil  (1969) Nhel (1984)

1901 CTCAAGAGATTCATAGCCACACAACCGATCTCGGCTTCGGACTCCAGGTAAATGGCTGCTGACCGAGCTATGCATGGAGGAGGAGCTAGCTGGCCAGACA

447 L K R F I A T Q P I S A S D S R e E—

2001 TGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAAC

Hpal (2122) Mrfel (2133)
2101 CATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAAC

EcoRI (2218)
2201 CTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGC
[ -

2301 ATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTA

SspI  (2457) Swal (2471)
2401 GCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAA

2501 ATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATT

2601 GGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATG
+414 ¢ N R T Y K L P I L E E I T T K V L K G NM E |




BstXI (2761)
2701 AGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGT
1164L V F C D P A Y D S I L ERCMGT C®PSVVZRI SRDVETDTSTYPH
Stul (2896
2801 GCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGC
83 R VA V I T DF DK QGNSVASGI AI AEACVTVRGI YA
2901 CTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTG
sed E | H V A S 1 | E G T K TR 1 AAGVHHIKNDTETYTLMTII KET
BspHI (3046)
3001 GCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCC
164A V E V L E L D Q QS I NF T K M-
Asel (3104)
3101 GATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTAC
-

Spel (3259)
3201 CGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAG
-

SnaBI (3387)
3301 ACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTAC

Ndel (3492)
3401 TGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGAT

3501 ACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCAT

Pacl (3678)
Pstl (3671)

Sdal (3670) BspLU11I (3688)
3601 TATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAA
-

3701 AAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAG

3801 TCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGA

3901 TACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCT

ApaLI (4002)
4001 GTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGC

4101 AGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTT

4201 GGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTT

4301 GCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGG

Eagl (4438)
Pacl (4418) Swal (4427) Notl (4437)
4401 GATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGT

4501 AACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCG
4601 AA
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