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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV  (441)

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEII (555) Nrul (574)
Kasl (535) Agel (552) BsrBI (567)

501 CTGAGATCACCGGTCACCATGGAGAGCGGTTCGCGACCGTCGCTCGGCCAGGTCAT

- 1M E S G S R P S L G Q V

BstXI (611)  BstEII (621)
601 CCTGCTGGGCACCAGTTCGATGGTCACCGCCGTACTGTACTCCATATACCGGCAGAAGGCCCAGGTCGCGCAGGAACTCAAGGGAGCTAAGAAGATTCAT
13 L L G TS SMVTAVLYS I YRQKAQVAI QETLIKGATKK I H
701 CTGGGTGAAGATTTAAAGGGCATTCTTTCAGAAGCACCGGGGAAGTGTGTGCCTTACGCTGTCATCGAAGGAGCTGTGCGGTCTGTTAAAGAAACACTCA
47 L G E D L K G I L S EAPGKTCVZPYAV I EGAVH RS VKTET.L
801 ACAGCCAGTTCGTGGAAAACTGCAAGGGGGTGATCCAGCGGCTGTCGCTTCAGGAGCATAAGATGGTGTGGAACCGAACTACCCACCTTTGGAATGACTA
80N S Q F V E N C K GV I Q RL SL QEHIKMVWNIR RTTHTILWNIDY
901 TTCCAAGATCATTCACCAGAGGACTAACACTGTGCCCTTTGACCTCGTGCCCCACGAGGACGGCGTGGCTGTGTCCGTGCGAGTGCTGAAGCCCCTGGAT
113 S K I I H QR T NT VP FDULVPHEUDG GVAVS VU RVLKU®PTLTD
Xeml (1074)
Mscl (1071)

1001 TCAGTGGATCTGGGCCTAGAGACTGTGTACGAGAAGTTCCACCCCTCTGTGCAGTCCTTCACCGATGCCATTGGCCACTACATCAGTGGCGAGAGGCCCA
147 S V D L G L E T VY E K F HP SV QS FTDAI GHY I S GERP

Pstl (1189)
1101 AAGGCATCCAGGAGACAGAGGAGATGCTGAAGGTGGGAGCCACCCTCACGGGGATCGGTGAACTGGTCCTGGACAACAACGCTGTCCGCCTGCAGCCCCC
180K G I Q E T E EML KV GATULTSGI GE L VLDNNAVIR RTLOQ®PTP

Scal (1214)
Sphl (1208)
1201 CAAGCAGGGCATGCAGTACTACCTGAGCAGCCAGGACTTTGACAGCCTGCTGCACAGGCAGGAGTCTAGTGTCCGGCTCTGGAAGGTTCTGGTCCTGGTG
213 K Q G M Q Y Y L S S QDFODSULULHR QESS VR RLWIKVL VLYV
1301 TTCGGCTTTGCTACCTGTGCCACCCTCTTCTTCATCCTGAGGAAGCAGTACCTTCATCGGCAGGAGCGCCTGCGCCAGCAGCAGCTCCAGGAAGAGTTCC
247 F G F AT C A T L F F I L R K QY L HRI QE RLI ROQQQQL Q E E F
Pvull (1414)
1401 TTGAACACGAGGCCCAGCTGCTGAGTCAAGCCTCGCCTGAGGACAGGGAGAGTCTGAAGAGCGCCTGTGTTGTGTGTCTGAGCAACTTCAAGTCCTGTGT
280L E H E A QL L S QA SPEUDU RTESLIKS SACVVCLSNTFIKSTCV
Xhol (1504)
1501 CTTCCTCGAGTGCGGGCATGTGTGTTCCTGCCGCCAGTGTTACCTTGCCTTGCCAGAGCCCAAGAGGTGCCCGATCTGTCGGCGGGAGATCACCAGGGTG
313 F L E C G HV CSCURQCYLALU®PEWPI KT RTC®PI CRI RE'I TRV
Mscl (1648)
Nhel (1642)

1601 ATACCCTTGTATAACAGCTAGGGGTCTGTGGTCACACTGCAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAA
347 | P L Y N S e

Hpal (1780) Mrfel (1791)
1701 TGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCAT

EcoRI (1876)
1801 TCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAA
[ -

1901 AACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGC

2001 AGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACA

SspI  (2115) Swal (2129) Eco01091 (2190)
2101 TTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCA

2201 TAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTA
1494 ¢« N R T Y
Sacl (2390)
2301 CTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTG
1364 K L P I L E E I T T K V L KGNME Il L VF CDZPAYUDS S L ER
BstXI (2419)
2401 CACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGC
102¢4C M G C P S VV R I S R DV EDSYPHRVAVI TDEFEFUDZE KT QGNS




Stul (2554)
Ecold7I (2554)
2501 TCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCT
699 V A S G I A Il A EA CVTVRGI YATETIHVASI I EGTZKTHR
XmnlI (2696)
2601 GATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAG

364 1 A A GV HHIKNUDTETYTLMTI KETAVEUVTLTETLUDI GQQS I NTF
Vspl (2762)
BspHI (2704) Asel (2762)
2701 GTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTT
24T K M - -

Sacl (2819)
2801 ATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTG

Spel (2917)
2901 GAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCAT
-

SnaBI (3045)
Ecol05I (3045)
3000 TGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATA

Ndel (3150)
3100 ATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATAC

3200 TCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAG

PstI (3329)

Sdal (3328)Pacl (3336) BspLU11I (3346)
3300 GCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGT
-

3398 TGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCA

3498 GGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTT

ApaLI (3660)
3598 TCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCT

3698 TATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGG

3798 CGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAA

3898 AGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAG

Eagl (4096)
Pacl (4076) Swal (4085)  NotI (4095)
3998 AAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGC

4098 GGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAA
4198 ACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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