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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEIL (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGGAGACGAGGATGAGGACGAGGGCTGCGCCGTGGA

»- 1»M G D E D E D E G C A V E

Xmnl (696)

601 GCTGCAGATCACCGAAGCCAACCTCACCGGGCATGAGGAGAAGGTGAGCGTGGAGAACTTCGCGCTGCTCAAGGTGCTGGGCACGGGAGCCTATGGGAAG
13 L. Q I T EANULTGHTETEI KV S VENTFALILIKVLGTSGAYGHK

701 GTGTTCCTGGTGCGGAAGACGGGTGGGCACGACGCGGGCAAGCTCTATGCCATGAAGGTGCTACGCAAGGCGGCGTTGGTGCAGCGCGCGAAGACACAGG
47" V. F L VR K T G G H DA G KLY AMZKVLRIEKAALVQRATIKTNOQ
801 AGCATACCCGCACCGAACGCTCGGTGCTGGAGCTGGTTCGCCAAGCACCCTTCCTGGTCACACTGCACTACGCCTTCCAGACGGATGCCAAGCTGCACCT
80FE H T R T E R S V LEL VR QAPTFTLVTLHYA ATFU QTHDATEKTLHIL
Scal (953)
901 CATCCTGGACTACGTGAGCGGTGGTGAGATGTTCACTCACCTCTACCAGCGCCAGTACTTCAAGGAGGCTGAGGTTCGAGTGTATGGGGGCGAGATTGTG
113 1| L D Y V.S G G EM F T HLY QR QYT FI KTEATEUVRVYGGEI V
1001 CTGGCCCTGGAACACCTGCACAAGCTGGGTATCATCTACCGGGACCTGAAGCTGGAGAACGTCTTACTTGACTCAGAAGGTCACATCGTCCTTACAGACT
147 L A L E H L HK LG I I YRDTULTIKTLTENVTLTLTUDSTETGHI VLTD
1101 TTGGGCTGAGCAAGGAGTTCCTGACGGAGGAGAAAGAGCGGACCTTCTCCTTCTGTGGCACAATCGAGTACATGGCTCCCGAAATCATCCGAAGCAAGGC
180FF G L S K E F L T E E K E R TF S F CGTI1 EYMAU®PTETI T R S KA
1201 TGGACATGGCAAGGCTGTGGACTGGTGGAGCCTGGGTATCCTGCTCTTCGAGCTGCTGACAGGGGCCTCACCCTTCACACTGGAGGGAGAGAGGAACACT
213 G H G K A VDWW S L G 1 L L F ELLTSGASZ®PTFTTULTETGTET RTNT
BspEI (1349)
1301 CAGGCTGAGGTGTCCCGACGGATCTTGAAGTGCTCCCCTCCCTTCCCTCTCCGGATTGGGCCTGTGGCACAGGACCTGCTACAGCGGCTGCTGTGCAAGG
247" Q A E V S R R I L K CSPUPFPLR RIGPVAQDTLTLTU QRTLTLTCK
Fspl (1434)
1401 ACCCTAAGAAGAGGTTGGGCGCAGGTCCCCAGGGTGCGCAGGAAGTCAAGAGTCACCCCTTCTTCCAGGGTCTGGACTGGG TGGCTCTGGCTGCCAGAAA
280D P K K R L G A GP QGA QEVKSHTPTFTFQGLUDMWVATLAATRK

EcoRI (1561) Sdal (1591)
1501 GATCCCAGCCCCATTCCGGCCCCAGATCCGCTCAGAGCTGGATGTGGGGAATTTTGCGGAGGAATTCACCCGGCTGGAGCCCGTCTACTCCCCTGCAGGC
313 | P A P F R P QI RS ELDVGNTFATETETFTHRLTETPVYSPASG

SandI (1613)
1601 AGCCCTCCACCTGGGGACCCTCGGATCTTTCAGGGATACTCCTTCGTGGCTCCGTCCATCCTCTTTGACCACAACAATGCAGTGATGGCTGATGTACTGC
347 S P PP GDPIRI FQGY S FVAPSIT L FDHNNAVMATDVL
Dralll (1703)
1701 AGGCACCGGGTGCCGGATACAGGCCCGGCAGGGCAGCAGTTGCCAGGAGTGCCATGATGCAGGACTCGCCTTTCTTCCAGCAGTACGAACTGGACCTTCG
380kQ A P G A GY RPGRAAVARSAMMAOQDSU?PFF QQY ELDTLR
Ecod7II1 (1806)
1801 GGAGCCAGCGCTGGGGCAGGGCAGCTTCTCTGTGTGTCGGAGATGTAGGCAGCGCCAGAGCGGCCAGGAGTTTGCTGTCAAGATCCTCAGCCGCAGGCTG
413 E P AL GQG S F SV CRI RT CRI QRQSGAQETFAVIK I L SRR RTL
BspHI (1980)
1901 GAGGAGAACACTCAGCGAGAGGTGGCTGCTCTTCGCCTGTGCCAGTCACACCCCAACGTGGTGAATCTGCATGAGGTGCTTCATGACCAGCTACACACTT
447" E E N T Q R E VA AL RLCQSHPNVVNLHEUVLHDA QLWHT
2001 ACCTGGTCCTGGAGTTGCTGCGAGGCGGAGAGCTATTGGAACACATCCGCAAGAAGCGGCTCTTCAGCGAGTCGGAGGCCAGCCAGATCCTTCGGAGCCT
480kY L V L E L L R G G E L L E H I R K KU RULTFSESEASAOQI L R S L
Bsp120I (2192)
ApalLl (2140) Xmal (2188)
2101 GGTTTCGGCCGTGAGCTTCATGCACGAGGAGGCAGGCGTGGTGCACCGCGACCTGAAACCCGAGAACATCTTGTACGCGGACGACACTCCCGGGGCCCCG
513 v S AV S FMHETEAGVVHRUDULI KU®PTENILYADTUDTU®PGAYFP
2201 GTGAAGATCATCGACTTCGGGTTCGCGCGACTGCGGCCCCAGAGCCCGGCAGAGCCCATGCAGACTCCTTGCTTCACACTGCAGTACGCTGCACCCGAGC
547 V K I | D F G F A RLRPQS?PAEU®PMAOAQT®PU CTFTLQYAATUPE
BsrGI (2357)
2301 TGCTGGCACAGCAGGGCTACGATGAGTCCTGCGATCTATGGAGCCTGGGTGTCATTCTGTACATGATGCTGTCTGGCCAGGTTCCCTTCCAAGGGGCCTC
580 L L A Q Q G Y D E S CDLWSULGV I LYMMLSGAQV®PTFQGA'S
Tth111I (2411)
2401 CGGCCAGGGTGGACAGAGTCAGGCAGCTGAGATCATGTGCAAGATCCGTGAAGGGCGCTTCTCCCTGGACGGGGAAGCCTGGCAAGGTGTGTCGGAGGAA
613 G Q G G Q S Q AA E I M C XK I REGRT FSLDGEA AW QG GV S E E
Sall (2530)
2501 GCCAAGGAGCTGGTCCGAGGGCTACTGACAGTCGACCCCGCCAAGCGGCTGAAGCTGGAGGGGCTGCGTAGCAGCTCGTGGCTTCAGGACGGCAGCGCGC
647 A K E L VR G L L T VDPAIKI RILIKILTESGLI RS S SWLQDG S A



2601 GCTCCTCGCCCCCGCTCCGCACGCCGGATGTGCTGGAGTCCTCTGGGCCAGCTGTGCGTTCCGGGCTCAATGCCACTTTCATGGCGTTCAACCGAGGCAA
680FR S S P P L R T P DVLESSGPAVZ RSGLNATT FMATFNIR RGK
NotI (2773)
BspEI (2765)
2701 GCGCGAGGGCTTCTTTCTCAAGAGTGTAGAGAATGCGCCTCTGGCCAAGAGGCGCAAGCAGAAGCTCCGGAGCGCGGCCGCCTCCCGCCGAGGCTCCCCA
713 R E G F F L K S VE NAP L A KRR IKOQKULIRSAAASI R R RGS P

Nhel (2895)

2801 GTGCCTGCCTCCTCCGGTCGCCTACCAGCCTCTGCCGCTAAGGGGACAACTCGCCGAGCCAACGGCCCCTTGTCCCCTTCCTAGCTCCCGCCACTGCTAG
747# V. P A°S S G R L P A SAAKGTT R RANGTPL S P S o
2901 CTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCT

Hpal (3033) Mfel (3044)
3001 TTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAA

EcoRI (3129)
3101 GCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGG
[ -

3201 ATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAA

SspI  (3368) Swal (3382)
3301 GGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGC

3401 AATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTT

3501 TAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCAT
4414 ¢ N R T Y K L P I L E E I T T K V L K G N
Sacl (3643)
3601 TCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATC
1204 M E | L VF C DPAYDJ S 1 LERT CMSGT C®PSVVZRI SRDVETD
3701 AGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTG
874 S Y P H R VA V I T DF DI KQGNSVASGI A1l AEATCVTVR
Stul (3807)

Ecol471 (3807)
3801 CCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGA
5346 | Y A E I HV A S I | EGTK TR 1T A A GV HHIKNDTEYLMT.I

BspHI (3957)
Xmnl (3949)

3901 TCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGA

204 K E T AV E V L EL DQQS I NFTIKM--
Vspl (4015)
Asel (4015) Sacl (4072)
4001 TATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCG
-

Spel (4170)
4101 TACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTA GTCAAAACAAACTCCCATTGACGTC
-

SnaBI
Eco1051

4200 AATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAAT

4300 ACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTAC

Ndel (4403)
4400 TTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGG

Sdal (4581)  Pacl (4589)
4500 AACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAA

BspLU11I (4599)
4598 GAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAA
-

4698 AATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCC

4798 TGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCG

ApaLl (4913)
4898 CTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTA

4998 TCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTA

5098 GAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGG

5198 TGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAA

Pacl (5329) Swal (5338)  Notl (5348)
5298 AACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTT

5398 TTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGA
5498 ACATTTCTCTATCGAA
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