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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Xeml (560)
BstEII (555)
Agel (552) Ncol (560)
501 CTGAGATCACCGGTCACCATGGATAAATTGGGACAGATCATCAAGTTAGGCCAGCT
- 1I*» M D K L G Q I I K L G Q L
BstAPI (666)
ApaLl (664)
601 CATCTATGACCAGTGTGAAAAGATGAAATACTGCCGGAAACAATGCCAGCGTCTAGGAAACCGTGTGCACGGCCTGCTACAGCCTCTCCAGAGACTCCAG
13 1 YDQ CEKMIKYCRKQCQRLGNI RVHGTLLAQ®PLOQRTLAQ
701 GCCCAAGGAAAGAAGAACCTGCCCGATGACATTACTGCTGCCCTGGGCCGTTTTGATGAAGTCCTGAAGGAGGCTAACCAGCAGATAGAAAAGTTCAGCA
47" A Q G K K N L PDD I TAALGU RT FDTEVLIKTEANA QQ I EK F S
801 AGAAGTCCCATATTTGGAAGTTTGTGAGTGTGGGCAATGATAAGATCCTCTTCCATGAAGTGAATGAGAAGCTGAGAGACGTCTGGGAGGAGCTGTTGCT
8K K S H I W K FV SV GNUDIK I L FHEVNTEZI KL RDUVWETETLLL
901 GCTGCTTCAGGTTTATCATTGGAATACCGTTTCAGACGTCAGCCAGCCAGCATCCTGGCAGCAGGAAGATCGACAGGATGCAGAGGAAGACGGAAATGAA
113 L L Q V Y HW N TV S DV SQPASWAQQEDURQDATETETDTGNE
BgllII (1098)
1001 AATACGAAAGTTATCCTGATGCAGTTGCAAATTAGCGTGGAAGAAATCAACAAAACCCTGAAGCAATGCTCACTAAAACCCACACAGGAGATCCCACAAG
147 N T K V | LM Q L Q I SV EE I NKTULIKIQCSULIKUPTAOQE I PQ
BglII (1198)
1101 ATCTCCAAATCAAGGAGATTCCAAAGGAACATCTTGGACCTCCGTGGACCAAACTGAAGACAAGTAAAATGAGCACCATTTATAGAGGAGAGTATCACAG
189D L Q | K E I P K EH LGP PWTI K LIKTSKMST I YRGE Y HR
Xmnl (1290)
1201 ATCTCCAGTTACCATCAAAGTATTCAACAACCCCCAGGCCGAAAGTGTTGGAATAGTGAGGTTCACTTTCAATGACGAGATCAAAACCATGAAGAAATTC
213 S PV T I KV F NN PQAESV G I VRFTFNDE I K TMK K F
Scal (1379)
1301 GATTCTCCCAACATCTTGCGTATATTTGGGATTTGCATTGATCAAACAGTGAAGCCCCCTGAGTTCTCCATTGTCATGGAGTACTGTGAACTTGGAACCC
247 D S P N I L R I FG I C I DQTVKPPETFS I VMEYT CTETLGT
Fspl (1442)
1401 TGAGGGAACTGCTGGATAGAGAAAAAGACCTCACAATGAGTGTGCGCAGCCTCCTAGTCCTGAGGGCAGCCAGAGGCTTATACAGGCTACACCATTCGGA
280L R E L L DR EKDLTMSV RS LLV LI RAARGTLYRULHHSE
HindIII (1558) EcoRI (1590)
1501 AACACTCCACAGAAACATCAGCAGCTCCAGTTTCCTCGTAGCCGGAGGCTACCAAGTAAAGCTTGCAGGATTTGAGTTAAGCAAAACACAGAATTCCATC
333 T LH RN 1SS SSFLVAGSGYAQVIKLAGT FTETLSKTNQNS I
1601 AGCCGGACAGCAAAGAGCACTAAAGCAGAGAGATCCAGTTCAACGATATATGTCTCCCCTGAGAGACTGAAAAATCCATTTTGCCTTTATGACATAAAAG
347 S R T A K S T K A ER S S ST I YV SPEURTILIKNUPTFTCTLYD I K
1701 CTGAAATATATAGCTTTGGAATTGTACTCTGGGAAATTGCCACTGGAAAGATCCCATTTGAAGGCTGTGATTCTAAGAAGATCCGGGAGCTGGTGGCTGA
380A E | Y S F G I V LWE I ATGIK I P F EGT CD SKIK I RE LV A E
Asel (1855)
1801 GGACAAGAAGCAGGAACCAGTGGGTCAGGATTGCCCTGAGTTGTTGCGGGAAATCATTAATGAGTGTCGTGCCCATGAGCCCTCCCAACGGCCCTCTGTG
413 D K K Q E PV GQDTCW®PETZLULI RTET1T I NI ETCRAHTEUZPSAOQRU®PSYV
Mscl (1965)
Nhel (1959)
1901 GACGGAATCTTGGAGAGACTGTCTGCGGTTGAAGAATCCACGGACAAGAAGGTGTAAGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGG
447 D G | L E R L S AV E E S T D K K V e

Hpal (2097)
2001 ACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTT

Mfel (2108) EcoRI (2193)
2101 AACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCT
- -

2201 AAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAAT




Sapl (2375)
2301 GTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAA

Sspl (2432) Swal (2446)
2401 TGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAG

Eco01091 (2507)
2501 ATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAG

2601 CTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGT
1414 ¢ N R T Y K L P I L E E I T T KV LKGNMTE I LV FCUDUPAYD
Sacl (2707)
2701 CAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAA
84 S | L E R C M G C P SV V R I S RDVEDSYPH RVAV | T D F
Stul (2871)

2801 GTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATC
7574 D K Q GN SV ASG I A I AEACVTVI RG I YAE I HVA S | I
2901 TCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCT

414E G T K T R I AA GV HHIKNDEY LMT I KETA AV EV L E L DAQ
Xmnl (3013) Asel (3079)
3001 GCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTG
84 Q S I N F T K M- -
Sacl (3136)
3101 GATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGA

Spel (3234)
3201 GTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAAC
-

SnaBI (3362)
3301 CGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGG

Ndel (3467)
3401 TCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGC

3501 AGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCG

Pacl (3653)
PstI (3646)
Sdal (3645) BspLU11I (3663)
3601 TTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCG
=

3701 TAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGA

3801 CTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGG

ApaLlI (3977)
3901 GAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCC

4001 CGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGA

4101 GCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAG

4201 TTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAA

Pacl (4393)
4301 AAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTA

Eagl (4413)
Swal (4402) Notl (4412)
4401 ACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAA

4501 CAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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