Eagl (4672)
NotI (4671)
Swal (4661)

Pacl (4652)\\

ApalLl (4236)

hEFI-HTLV prom

Sgfl  (6)

Psp14061 (203)
Pvull (239)
HindIIl (245)
Bsu36I (291)
Nael (441)
NgoMIV (441)

Kasl (535)
Agel (552)
BspHI (560)

BspEI (744)

pMBI1 ori

BspLU11I (3922)

Pacl (3912) mMGAT3

Pstl (3905) BstXI (926)

Sdal (3904)—=. Xmal (995)

BbrPI (1024)
hCMV enh
Ndel (3726) e Bsp1201  (1108)
pUNO1-mMGAT3

SnaBI (3621)

hCMYV prom

Spel (3493)

Sacl (3395)
Asel (3338)
BspHI (3280)

Xmnl (3272)
Stul (3130)

BstXI (2995)
Sacl (2966)

Swal (2705)
SspI  (2691)

125 EcoRI (2452)
Mfel (2367) Hpal (2356)

(4836 bp)

(h) Bglobin p(A)

Eagl (1318)
BsrBI (1321)

Ncol (1670)

Pstl (1681)
cal (1727)

BspLU11I (2012)
\ Kasl (2108)

ApaLl (2183)

Nhel (2218)

Msel (2224)

& InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

BspHI (560)
KaslI (535) Agel (552)

501 CTGAGATCACCGGTCATCATGAAGATGAGACGCTACAAGCTCTTTCTCATGTTCTG

- 1M KM R R Y KL F L MF C
601 TATGGCTGGCCTGTGCCTCATATCCTTCCTGCACTTCTTTAAGACCTTATCCTATGTCACCTTCCCGAGAGAACTGGCCTCCCTCAGCCCTAACCTCGTA
13 M A G L CL I S F L HFFKTLSYVTTFU®PRTETLASTILSUZPNILYV

BspEI (744)

701 TCCAGCTTCTTCTGGAACAATGCCCCTGTCACTCCCCAGGCCAGTCCGGAGCCGGGTGGCCCCGACCTATTGCGGACACCCCTCTACTCCCACTCTCCCC
47 S S F F W N NAP VTPQASU®PEUZPSGG®PTDTLIULU RTUWPLY S HZSUP
801 TGCTCCAGCCACTGTCCCCGAGCAAGGCCACAGAGGAACTGCACCGGGTGGACTTCGTGTTGCCGGAGGACACCACGGAGTATTTTGTGCGCACCAAAGC
8oL L Q P L S P S KATTETETLUHRVYVIDTFVLU®PETDTTTEYTF VU RTIKA

BstXI (926) Xmal (995)
901 TGGTGGTGTGTGCTTCAAACCAGGTACCAGGATGCTGGAGAAACCTTCGCCAGGGCGGACAGAGGAGAAGCCCGAAGTGTCTGAGGGCTCCTCAGCCCGG
113 G G vV C F K P G T R ML EIKWUPSUPGRTTETEI KU PTEVSEGS S AR

BbrPI (1024)
1001 GGACCTGCTCGGAGGCCCATGAGGCACGTGTTGAGTACGCGGGAGCGCCTGGGCAGCCGGGGCACTAGGCGCAAGTGGGTTGAGTGTGTGTGCCTGCCAG
147 G P AR R P MR HVL ST REI RILSGSU RS GT R RIRIKMWVET CUVTCTLP

Bsp120I (1108)
1101 GCTGGCACGGGCCCAGTTGCGGGGTGCCCACGGTGGTGCAGTATTCCAACCTGCCCACCAAGGAACGCCTGGTACCCAGGGAGGTACCGAGGCGGGTTAT
180G W H G P S C GV P TVV QY SNULUZPTI KTEI RTLVZPREV PR R VI
1201 CAACGCCATCAACATCAACCACGAGTTCGACCTGCTGGATGTGCGTTTCCATGAGCTGGGAGATGTTGTGGACGCCTTCGTGGTCTGTGAATCTAATTTC
213 N A I N I N HEF DULLDVU RTFHETLSGDVVDATFVVCESNTF
BsrBI (1321)
Eagl (1318)
1301 ACCGCCTACGGGGAGCCTCGGCCGCTCAAGTTCCGAGAGATGCTGACCAATGGCACCTTCGAGTACATCCGCCACAAGGTGCTCTATGTCTTCCTGGACC
247 T A Y G E P R P L KF R EMULTNGTT FTEY I RHIKV LY VF LD
1401 ATTTCCCACCTGGTGGCCGTCAGGACGGCTGGATTGCGGATGACTACCTGCGCACCTTCCTCACCCAGGATGGCGTCTCCCGCCTGCGCAACCTGCGGCC
280PH F P P G G R Q D GW I A DDYLURTT FULTAQDGV S RLIRNILR RTP
1501 CGATGACGTCTTTATCATCGACGATGCGGACGAGATCCCTGCGCGTGATGGTGTGCTGTTCCTCAAACTCTACGATGGCTGGACAGAGCCCTTCGCCTTC
313 Db DV F I | DDbDADETI PARUDSGVLTFILI KILYDGWTTEPTFATF
Ncol (1670) PstlI (1681)
1601 CACATGCGGAAGTCCCTGTATGGTTTCTTCTGGAAGCAGCCGGGCACACTGGAGGTGGTGTCAGGCTGCACCATGGACATGCTGCAGGCCGTGTATGGGC
347 H M R K S LY GFFWIKIQPGTULEVV S GCTMDMLQAVYG
Scal (1727)
1701 TGGATGGCATCCGCCTGCGCCGCCGCCAGTACTACACCATGCCCAACTTCCGGCAGTATGAGAACCGCACCGGCCACATCCTAGTGCAGTGGTCTCTCGG
380kL D G I R L R R R QY Y TMU®PNTFI R QY ENR RTG GHI L VQWS L G
1801 CAGCCCCCTGCACTTCGCGGGCTGGCATTGCTCCTGGTGCTTCACACCCGAGGGCATCTACTTTAAACTCGTGTCAGCCCAGAATGGCGACTTCCCCCGC
413 S P L HF A GWHTCSWT CT FTW®PESGI Y F KULVSAQNGTDTFPTR
1901 TGGGGTGACTATGAGGACAAGAGGGACCTCAATTACATCCGCAGCTTGATCCGCACTGGGGGATGGTTCGACGGAACGCAGCAGGAGTACCCTCCTGCGG
447 W G D Y E D K R DLNY I RSL I RTGGWTFDGTNQQEY PP A
BspLU11I (2012)
2001 ACCCCAGTGAGCACATGTATGCTCCTAAATACCTGCTCAAGAACTATGACCAGTTCCGCTACTTGCTGGAAAATCCCTACCGGGAGCCCAAGAGCACTGA
480D P S E HM Y A P K Y L L KNYD QF RYLULENPYR RTET PIKSTE
KaslI (2108) ApaLl (2183)

2101 AGAGGGTGGGCGCCGGAACCAGGGCTCAGATGGAAGGCCATCTGCTGTCAGGGGCAAGTTGGATACAGTGGAGGGCTAGGGCTGTGCACTTTCACAGGGC
513 E G G R R NQ G S DG RUPSAVRGIKTLIDTVE G e

Mscl (2224)

Nhel (2218)

2201 TGGGTAGGCTGAAATAATGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTT

Hpal (2356) Mfel (2367)
2301 GTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGG

EcoRI (2452)
2401 GGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCT
- -

2501 CTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTT




SspI  (2691)
2601 TAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAG

Swal (2705)
2701 AAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTG

2801 GACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAAT
414 ¢ N R T Y K L P I L E E I
Sacl (2966) BstXI (2995)
2901 GGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACC
1284 T T K VL K G NM E I L VFCDU&PAYDS S 11 L ERT CMGTCU®PS VYV
3001 CTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGG
944R | S R D V E D S Y P HR V AV I T DFIDJIKI QGNSVASGI A I A
Stul (3130)
3101 CTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTT
614 E A C V T VR G I Y A E I HV A S I I EGTIKTW R I A A GV HHK
BspHI (3280)
Xmnl (3272)
3201 GTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAG

28 N D E Y LM TI KETAVEVLTETLDA QQSI NFTIKM-S4-—m——
Asel (3338) Sacl (3395)
3301 TGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCT TATCTGACGGTTCACTAAACGAGCT
-y

Spel (3493)
3401 CTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGT

3500 CAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCA
-

SnaBI (3621)
3600 TCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTC

NdeI (3726)
3700 ATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAA

3800 GTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATG

Pstl (3905)
Sdal (3904)Pacl (3912)  BspLUI1I (3922)

3900 TAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCC

-

3998 GCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCT

4098 CGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTAT

ApalLl (4236)
4198 CTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGT

4298 CCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTG

4398 GTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGC

4498 AAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGG

Eagl (4672)
Pacl (4652) Swal (4661)  NotI (4671)
4598 GGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTT

4698 TCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCC
4798 CCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	TechSheet
	Map
	Sequence



