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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
Nael (441)
401
KasI (535) Agel (552) BspHI (560)
501 CTGAGATCACCGGTCATCATGAGGTTCCGCATCTACAAACGGAAGGTGCTAATCCT
> 1I* M R F R I Y K R K V L | L

BsiWI
601 GACGCTCGTGGTGGCCGCCTGCGGCTTCGTCCTCTGGAGTAGCAATGGGCGACAAAGGAAGAGCGACGCCCTTGGCCCGCCGCTGCTGGACGCGGAGCCC
13 T L VVAACGTFUVLWSSNGRI QRIKSDALGTPU®PLTLTUDATEP

BsrBI (761) Sacll (776) Sacll (784)
701 GTACGGGGTGCGGGCCACCTTGCTGTGTCCGTAGGCATCCGCAGGGTCTCAAACGAATCGGCCGCTCCTCTGGTTCCCGCGGTCCCGCGGCCGGAGGTGG
47 V R G A G H LAV SV GI RRVSNESAAPLVZPAVUPIRPE V
Agel (818)
Asp7181 (815)
Acc651 (815) Xmal (889)

801 ACAACCTAACGCTGCGGTACCGGTCCCTGGTGTACCAGTTGAACTTCGATCAGATGCTGAGGAACGTCGGTAATGACGGCACCTGGAGCCCCGGGGAGCT
80D N L T L R Y R S L VY QL NTFD QMLU RNVSGNDGTWS PG E L
901 GGTGCTGGTGGTCCAGGTGCATAACAGGCCGGAATACCTCAGGTTGCTGATAGACTCGCTTCGCAAAGCCCAGGGTATTCAGGAAGTCCTAGTCATCTTT
113 v L V. V. Q VH N R P E Y L R L L I DSLRIKAQGI QE VL VI F
Pvull (1090)
1001 AGCCATGACTTCTGGTCCGCAGAGATCAACAGTCTGATCTCCAGGGTGGATTTCTGCCCGGTTCTGCAAGTGTTCTTTCCGTTCAGCATTCAGCTGTACC
147 S H D F WS A E I NS LI SRVDTFT CPVLQVTFFU®PTFS I QLY
1101 CGAATGAGTTTCCGGGTAGTGACCCTAGAGATTGCCCCAGAGACCTAAAGAAGAATGCAGCTCTGAAGTTGGGGTGCATCAATGCCGAATACCCTGACTC
180P N E F P G S D P R DT CUPIRIDILIKI KNAALIKILGT CI NATEY P DS
1201 CTTCGGCCATTACAGAGAGGCCAAGTTCTCACAAACCAAACACCATTGGTGGTGGAAGCTGCATTTTGTATGGGAAAGAGTCAAAGTTCTTCAAGATTAC
213 F G H Y R E A K F S QT K HHWWWMWIK L HTFVWEI RV K VL QDY
1301 ACTGGCCTTATACTCTTCCTGGAAGAGGACCACTACTTAGCCCCAGACTTTTACCATGTCTTCAAAAAGATGTGGAAACTGAAGCAGCAGGAGTGTCCTG
247 T G L | L F L E E DHY L APUDTFYHVFIKI KMWIKTLIKIQAQETCTP

EcoO1091 (1420)
1401 GGTGTGACGTCCTCTCTCTAGGGACCTACACCACCATTCGGAGTTTCTATGGCATTGCTGACAAAGTAGATGTGAAAACTTGGAAATCGACAGAGCACAA
280G C D VL S L GTY TTI1 RS FY GI A DIKVDVIKTWIK S TEHN

PpulOI (1523)

Nsil (1523)

Nhel (1506) BsaBI (1522) HindIII (1534)
1501 CATGGGGCTAGCCTTGACCCGAGATGCATATCAGAAGCTTATCGAATGCACGGACACTTTCTGTACTTACGATGATTATAACTGGGACTGGACTCTTCAG
313 M G L AL TRDAYQKWLI ECTHDTT FT CTYDUDYNWDWTL Q
PpulOI (1684)
Avrll (1654) Nsil (1684) BspLU11
1601 TATTTGACTCTAGCTTGTCTTCCTAAAATCTGGAAAGTCTTAGTTCCTCAGGCTCCTAGGATTTTTCATGCTGGAGACTGTGGTATGCATCACAAGAAAA
347k Y L T L A CL P K I WK VLVPQAZPRI F HAGDT CGMHHKK
BspEI (1767)

1701 CATGTAGGCCATCCACCCAGAGTGCCCAAATTGAGTCATTATTAAATAGCAACAAACAATACCTGTTTCCGGAAACTCTAGTTATCGGTGAGAAGTTTCC

38T C R P S T Q S A Q1 ESLLNSNIKW OQYLEF®PETLVI GE K F P
AvrlI (1819) Pstl (1882)

1801 TATGGCAGCCATTTCCCCACCTAGGAAAAATGGAGGGTGGGGAGATATTAGGGACCATGAACTCTGTAAAAGTTATAGAAGACTGCAGTGAGGAAAAAAA

413* M A A I S P P R KNGGWGD I R DUHTETLTCI KIS Y RI RIL Q

Nhel (1931)
EcoRI (1925)
1901 ATATCACAATTGCAAAAGCAAAAGTGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAAT

Hpal (2094)
2001 GCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAAC

EcoRI (2190)
2101 AACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAA
- -—

2201 ATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTG

2301 CATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGC




Sspl  (2429) Swal (2443)
2401 ACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATG

Eco01091 (2504)
2501 CTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTT

149
L

2601 TAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAG
1404¢ N R T Y K L P I L E E I T T K V L K GNWME I L VF CDUPAY DS
Sacl (2704) BstXI (2733)
2701 AGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTC
174 1| L E R C M G C P SV VR I SRDVEUDSYU®PHRVAUV I TDFD
Stul (2868)
2801 CTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCC
744 K Q G NS VA S GI A1l A EACVTVZ RGI YAETIHVAS I I E
2901 CCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCT
404G T K T R I A A GV HHIKNDTEYLMT Il KETAVEVLTETLTUDAQNRAQ
BspHI (3018)
XmnlI (3010) Asel (3076)
3001 GAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGAT
74 S I N F T K M - -~
Sacl (3133)
3101 GGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGT

Spel (3231)
3200 TGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACC
-

SnaBI (3359)
3299 GCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGT

Ndel (3464)
3399 CATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCA

3499 GTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGT

Pstl (3643)
Sdal (3642)Pacl (3650)  BspLUI1I (3660)

3599 TGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACC

-

3697 GTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGG

3797 ACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCG

ApaLI (3974)
3897 GGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGC

3997 CCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAG

4097 AGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCA

4197 GTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAA

Pacl (4390)
4297 AAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATT

Swal (4399)  Notl (4409)
4397 AACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAA

4497 ACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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