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SnaBI (4276)
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NotI (5326)
Swal (5316) \\
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\ B]b3$Itl(§71313) (765
s
hEF1-HTLYV prom Acc651  (800)
pMBI1 ori Asp7181 (800)
mMFN2 Stul (989)
BsrBI (1126)
Clal (1168)
Dralll (1285)
pUNOl-mMFN2 Afel (1397)
Eco471IT  (1397)

(5491 bp) Xcml (1406)

BsrBI (1747)

Kasl (1877)
(h) Bglobin p(A)
SV40 p(A)

Xeml (2190)
Bsp1201 (2232)

Nhel

(2873)
BspLUIII (2798)

A
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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

BspLU111 (560)
KasI (535) Agel (552)

501 CTGAGATCACCGGTCAACATGTCCCTGCTCTTTTCTCGATGCAACTCCATCGTCAC

- 1M S L L F S R CNJS I VT
601 CGTCAAGAAGGATAAGCGACACATGGCTGAAGTGAATGCTTCCCCTCTCAAGCACTTTGTCACTGCCAAGAAAAAGATCAATGGAATCTTTGAGCAGCTG
13 V K K D K R HMAE VNASUPULIKUHTFVTAI KT KT K I NGI F E QL

Bbsl (733) BStEII (765)

701 GGGGCCTACATCCAAGAGAGCGCCAGCTTCCTTGAAGACACCCACAGGAACACAGAACTGGACCCGGTTACCACGGAAGAGCAGGTCCTGGACGTCAAAG
47" G A Y | Q E S A S F L EDTMHRNTTETLUDU®PVTTTETET-GQVLDVK

Asp7181I (800)
Acc651 (800)
801 GGTACCTGTCCAAGGTCAGGGGTATCAGCGAAGTGCTGGCCAGGCGGCACATGAAGGTGGCTTTTTTTGGCCGGACGAGCAATGGGAAGAGCACCGTGAT
80kG Y L S K VR GI S EVLARIRHMIKVATFTFGRTSNGIK S TV I
Stul (989)
901 CAATGCCATGCTCTGGGACAAAGTTCTGCCATCTGGGATTGGTCATACCACCAATTGCTTCCTGCGGGTTGGGGGCACAGATGGCCATGAGGCCTTCCTC
113* N A M L WD K VLPS G I GHTTNZ CTFILIRVGSGTWDGHTEATF L
1001 CTCACAGAGGGCTCAGAAGAGAAGAAGAGTGTCAAGACTGTGAACCAACTGGCCCATGCCCTCCATCAGGACGAGCAGTTGCATGCAGGCAGCATGGTGA
147 L T E G S E E K K S VK TV N QLAHALUHAO QDTEI QLUHAGSMYV
BsrBI (1126) Clal (1168)
1101 GTGTGATGTGGCCCAACTCCAAGTGTCCGCTCCTGAAGGATGACCTCGTGCTGATGGACAGCCCTGGGATCGATGTTACCACGGAGCTGGACAGCTGGAT
180kS V M WP N S K CP L L KDDLV LMDSU®PGI!I DV TTTETLTDSW.I
Dralll (1285)
1201 TGATAAGTTTTGCCTGGATGCTGATGTGTTTGTGCTGGTGGCCAACTCAGAGTCCACGCTGATGCAGACGGAGAAGCAGTTCTTCCACAAAGTGAGTGAA
213 D K F C L DA DV F VL VANSESTLMAQTEIK QFF HZKV S E
Eco47I11
Afel (1397)
1301 CGTCTCTCCCGGCCCAACATCTTCATCCTGAACAACCGCTGGGATGCGTCTGCCTCGGAGCCTGAGTACATGGAGGAGGTGCGGCGGCAGCACATGGAGC
247" R L S R P N I F I L NNRWWDASA ASTEWPETYMETEVI RRQHWME
Xeml (1406)
1401 GCTGCACCAGCTTTCTGGTGGATGAGCTGGGCGTGGTGGATCGAGCTCAGGCTGGGGACCGGATCTTCTTCGTGTCTGCCAAGGAGGTTCTCAGCGCCAG
280k R C T S F L VD ELGV VDI RAQAGDT RI FFVSAKTEUVL S AR
1501 GGTCCAGAAAGCCCAGGGCATGCCAGAAGGAGGCGGCGCTCTCGCAGAAGGTTTTCAAGTGAGGATGTTTGAGTTTCAGAATTTCGAGAGGCAGTTTGAG
313 V. Q K A Q GM P EGGGALATEGTFQVRMTFETFQNTFEROQTFE
1601 GAGTGCATTTCCCAGTCTGCAGTAAAGACCAAATTTGAGCAGCACACAGTCCGGGCCAAGCAGATTGCAGAGGCCGTTCGTCTCATCATGGATTCCCTGC
347k E C I S Q S AV K T K F E QHTVRAK QI A EAVRL I M DS L
BsrBI (1747)
1701 ACATCGCAGCTCAGGAGCAGCGGGTTTATTGCCTAGAAATGCGGGAAGAGCGGCAAGACCGGCTGAGGTTTATTGACAAGCAGCTGGAGCTCCTGGCTCA
380kH | A A Q E Q R VY CULEMR RETEW RN QD RILI RTFI DKAOQLTETLTLANAQ
KasI (1877)
1801 AGACTACAAGCTGCGAATTAAGCAGATTACGGAGGAAGTGGAAAGGCAGGTGTCCACAGCCATGGCTGAAGAGATCAGGCGCCTCTCTGTGCTAGTTGAC
413 D Y K L R 1 K QI T EEVEI R QVSTAMATETET I R RLS VL VD
1901 GAGTACCAGATGGACTTCCACCCATCCCCAGTTGTCCTCAAGGTTTATAAGAACGAGCTGCACCGCCATATAGAGGAAGGTCTGGGCCGGAACCTGTCTG
447" E Y Q M D F HP S PV VLI KVYKNTETLUHRIUHIETESGLGTR RNTLS
2001 ACCGCTGCTCCACTGCCATTGCCAGTTCACTGCAGACTATGCAGCAGGACATGATAGACGGCTTGAAGCCCCTTCTTCCTGTATCTATGCGGAATCAGAT
480D R C S T A I A S S L QTMQQDMI DGLIKW®PLULUPV S MU RNAQ./I
Xeml (2190)
2101 AGACATGCTGGTCCCTCGACAGTGTTTCTCCCTCAGCTATGACCTGAATTGTGACAAGCTGTGTGCTGACTTTCAGGAGGACATCGAGTTCCACTTCTCC
513 DM L VPR QCT FSLSYODULNTZ CUDI KTLTCADTFQETDTI EF HF S
Bspl120I (2232)
2201 CTTGGATGGACTATGCTAGTGAACAGGTTCCTGGGCCCCAAGAATAGCCGCCGGGCCTTGCTAGGCTACAGTGATCAGGTTCAGCGTCCTCTCCCTCTGA
547 L G W T M L V NR F L GP KNS RIRALILGY SDOQVQRU®P L P L
2301 CACCTGCCAACCCCAGCATGCCCCCCTTGCCACAGAGCTCCCTCACCCAGGAGGAGCTCATGGTCTCCATGGTTACTGGCCTGGCCTCTCTGACGTCTAG
580 T P A NP S M P P L P QS SLTQETELMVSMVTGLASTILTSR
2401 GACCTCCATGGGCATTCTTGTGGTCGGAGGAGTGGTGTGGAAGGCAGTGGGCTGGAGACTCATCGCCCTCTCCTTTGGACTGTATGGCCTCCTGTACGTC
613 T S M G I L V.V GGV VWIKA AV GWHRTIL I AL STFGLYGL LYV
2501 TATGAGCGACTGACCTGGACCACCAAAGCCAAAGAGAGGGCCTTCAAGCGCCAGTTTGTGGAATACGCCAGTGAGAAGCTACAGCTCATCATCAGTTACA
647 Y E R L T W T T K A K E R A F KR QF VEY A S EIKTILIQL I I SY
2601 CCGGCTCTAACTGCAGCCACCAAGTCCAGCAGGAATTGTCTGGGACATTTGCTCATCTGTGCCAGCAAGTTGACATCACCCGAGATAATCTGGAGCAGGA
680FT G S N C S H Q V QQE L S GTFAHLT COQQVDI TRDNILE QE



BspLUIII

2701 AATTGCTGCCATGAACAAGAAAGTCGAGGCTCTGGATTCACTTCAGAGCAGAGCCAAACTGCTCAGGAATAAAGCTGGCTGGTTGGACAGCGAACTCAAC

713 | A AM NI KK V EALUDTSLIOQSU RAZKTLTLT RNIEKAGMWTLTIDSTETLN
Nhel (2873)

2801 ATGTTCACACACCAGTACCTGCAGCCCAGCAGATAGTGGGCAGCCAGGGCGGACCTGCACGAAGAAGAGGCAGGCTAGCTGGCCAGACATGATAAGATAC

747* M F T H Q Y L Q P S R o

2901 ATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCT

Hpal (3011)
3001 GCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATG

EcoRI (3107)
3101 TGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAG
D — -

3201 GGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTT

Sspl  (3346) Swal (3360)
3301 CTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTAT

3401 TAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGA

3501 AAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCA
—— 3494 ¢ N R T Y K L P I L E E I T T K VL K G NWMTE I L V F C

3601 GTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCC

1134 D P A Y D S I L ERCMGTC®P SV VR I SRDVEUDTSYPHTR RVA
Stul (3785)

3701 ACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGA

799v | T D F D K Q G NS VASGI A1l AEACVTVRGI Y ATE I HV
3801 CAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCAC
464 A S | | E G T K T R I A A GV HHIKNDTEYULMT I KETAVEV

BspHI (3935)

BbsI (3931) Asel (3993)

3901 CAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATT

13 L E L DQQ S I NF T K M-
4001 GTCAAAACAGCGTGGATGGCGTCTCCAGCT TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTG
e

Spel (4148)
4100 CGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAA
-

SnaBI (4276)
4199 TCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTA

Ndel (4381)
4299 GGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGAT

4399 GTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGT

Sdal (4559)Pacl (4567) BspLUI11 (4577)
4499 CAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCA
-

4597 GCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGG

4697 TGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGT

ApaLI
4797 CCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCA

4897 CGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACT

4997 GGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCT

5097 GCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCA

5197 GCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTG

Eagl (5327)
Pacl (5307) Swal (5316) NotI (5326)
5297 GTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAAC

5397 ATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

(4891
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