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BsrS2

(h) ßglobin p(A)

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

mMCM5

SV40 p(A)
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MfeI (82)
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EcoRV (1681)
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EcoRI (2787)

SspI (3026)
SwaI (3040)

StuI (3465)

XmnI (3607)
BspHI (3615)
AseI (3673)

VspI (3673)

SpeI (3828)

Eco105I (3956)
SnaBI (3956)

NdeI (4061)

SdaI (4239)
PacI (4247)

BspLU11I (4257)
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PacI (4987)
SwaI (4996)

NotI (5006)
EagI (5007)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAACATGTCGGGCTTCGACGACCCGGGCATTTTCTACAGCGA

CAGCTTCGGTGGCGACCCCGGTGCGGAAGAGGGCCAGGCCCGCAAGTCGCAACTGCAGAGGCGATTCAAGGAGTTCCTGAGACAGTACCGAGTGGGCACC

GATCGCACGGGCTTCACCTTCAAGTACAGAGATGAACTCAAGCGGCATTACAACCTGGGTGAATACTGGATCGAGGTGGAGATGGAGGACCTGGCCAGTT

TTGACGAGGAACTGGCTGACCACTTGCATAAACAGCCGGCCGAGCACTTACAGCTGCTTGAGGAAGCTGCCAAGGAGGTGGCAGATGAGGTGACCCGGCC

CCGGCCAGCTGGAGATGAGCTGCTCCAAGACATCCAGGTCATGCTCAAGTCAGATGCCAGCCCGTCGAGCATTCGGATTCTGAAGTCAGACATGATGTCA

CACCTGGTGAAGATCCCTGGCATCATCATTTCAGCCTCTGCAGTCCGTGCCAAGGCTACTCGTATCTCCATTCAGTGCCGCAGCTGCCACAATACCCTCA

CCAATATCGCCATGCGCCCAGGCCTAGAGGGCTATGCCCTTCCCAGGAAGTGCAATATGGATCAGGCTGGGCGCCCAAAGTGCCCACTGGATCCATACTT

CATCATGCCTGACAAGTGCAAGTGTGTGGACTTCCAGACTCTGAAACTGCAGGAGCTGCCTGATGCAGTCCCTCATGGTGAGATGCCCAGGCACATGCAG

CTTTATTGTGACAGGTACCTGTGTGACAAGGTTGTTCCTGGGAACAGGGTCACCATCATGGGCATTTATTCCATCAAGAAGTTTGGCTTGAACCCCAGCA

AGGGCCGGGACAGGGTAGGTGTGGGCATCCGGAGCTCGTACATCCGAGTGCTGGGCATCCAGGTGGACACAGATGGCTCTGGCCGAAGCTTTGCTGGGTC

TGTCAGCCCACAGGAAGAGGAGGAATTTCGTCGCCTGGCTGCCCTCCCCAACATATATGAGCTCATCTCCAAGAGCATTTCCCCCTCCATCTTTGGGGGC

ATGGATATGAAGAAGGCCATTGCCTGCCTGCTTTTTGGGGGTTCCCGGAAGAGGCTCCCAGATGGACTCACTCGCCGAGGTGATATCAACTTGCTGATGT

TGGGAGACCCTGGTACAGCCAAGTCTCAGCTTCTGAAGTTTGTGGAGAAGTGCTCTCCCATTGGGGTGTACACATCTGGGAAAGGTAGCAGTGCTGCTGG

CTTGACTGCCTCAGTGATACGGGACCCCTCATCTCGAAACTTCATCATGGAAGGTGGAGCCATGGTTCTGGCCGATGGTGGGGTTGTCTGTATTGATGAG

TTTGACAAGATGCGGGAAGATGACCGTGTTGCAATCCATGAGGCTATGGAGCAGCAGACCATCTCCATTGCTAAAGCTGGGATCACTACCACCTTGAACT

CTCGCTGCTCTGTTCTGGCTGCAGCCAACTCAGTGTTTGGCCGATGGGATGAGACAAAAGGGGAGGACAATATTGACTTCATGCCTACCATCTTGTCCCG

ATTTGATATGATCTTCATCGTCAAAGATGAGCACAATGAGGAGAGGGACATGATGCTAGCCAAACATGTGATGACTCTGCATGTGAGTGCACTGACACAG

ACACAGGCTGTGGAGGGTGAGATCGACCTGGCCAAGATGAAGAAGTTCATTGCCTACTGCCGAGCGAGGTGTGGACCTCGGCTATCAGCAGAGGCAGCAG

AGAAGCTGAAAAACCGCTACATCATCATGCGGAGTGGGGCTCGTCAGCATGAGAGGGACAGTGACCGGCGTTCCAGCATCCCCATCACTGTGCGGCAGCT
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GGAGGCTATTGTGCGCATTGCTGAGGCCCTCAGTAAGATGAAACTGCAGCCCTTTGCCACTGAGGCTGATGTAGAGGAGGCATTGAGACTGTTCCAGGTG

TCCACACTGGATGCTGCTTTGTGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCT

TTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAAC

AACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATA

CAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCAT

TAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACT

GACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTC

AAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAG

TTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGA

TGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTT

CTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCA

GTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAG

AGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGC

GTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTT

ACGACATTTTGGAAAGTCCCGTTGATTTA C T A G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTA

TCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATG

TACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTT

ACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGG

CGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAA

AAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTA

TAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAA

GCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGA

CCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCG

AGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTA

CCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAA

AGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACA

TTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAA
AACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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