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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
Nael (441)
401
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCATCATGAGCTCCCCGCCACCCGCCCGCAAGGGCTTTTACCG
- 1M S S P P P A R K G F Y R

BstEII (606) BssHII (630)

601 CCAGGAGGTGACCAAAACGGCCTGGGAGGTGCGCGCCGTGTACCAAGACCTGCAGCCCGTTGGCTCTGGTGCCTATGGTGCAGTGTGCTCTGCAGTAGAC
13 Q E VT K TAWEVRAVY QDLAQPVGSGAYGAVCSAUWVD
Mscl (719) BssHII (768)

701 AGCCGCACTGGCAACAAGGTGGCCATCAAGAAGTTGTACCGGCCCTTCCAGTCGGAGCTGTTTGCCAAGCGCGCCTACAGAGAGTTGCGCCTCCTCAAAC
47 S R T G N K V A I K K L Y R P F Q S E L F A KWJ RAY RTETLI RTILTLK
801 ACATGCGCCACGAGAACGTCATTGGGCTACTGGATGTGTTCACACCTGATGAGTCTCTGGACGACTTCACAGACTTCTACCTGGTGATGCCATTCATGGG
89¥H M R H E NV I G L L DVF FT®PDTESTLDUDTFTUDTFYLVMZPTFWMSG

Bbsl (940) BstXI (993)
901 CACTGATCTGGGCAAACTCATGAAGCATGAGACCCTGAGTGAAGACAGAATCCAGTTTCTTGTGTATCAGATGTTGAAGGGGCTGAAGTATATCCATGCG
113 T D L G K L M K HE T L S EDU RI QF L VYQMULIKGTLIKY I HA
1001 GCTGGTGTCATCCACAGAGACTTGAAGCCTGGCAACCTGGCTGTGAATGAGGACTGTGAGCTGAAGATCCTAGACTTTGGCCTTGCCAGGCAGGCAGACA
147 A G V | H R DL K P GNULAVNEUDT CETLIK'1 L DTFGLARI QAD
BstEII (1119)
1101 GTGAGATGACAGGATATGTGGTAACCCGGTGGTATCGGGCACCAGAGGTCATCTTGAATTGGATGCGCTACACGCAGACAGTGGACATTTGGTCCGTTGG
180kS E M T G Y VV T RWYRAPEUVI LNWMRYTQTVDI WS VG
BspHI [m] (1272)
1201 CTGCATCATGGCGGAGATGATTACTGGGAAGATCCTGTTCAAAGGCAATGACCACCTGGACCAGCTGAAGGAGATCATGAAGATCACAGGGACGCCCCCT
213 C I M A EM | T G K1 L F K GNUDWHLUDA QLI KTETI MK I TGTUPFP
XemI (1334) Stul (1350)
1301 CCTGAGTTTGTTCAGAAGCTACAGAGTGCAGAGGCCAAGAACTACATGGAAGGCCTCCCTGAGTTAGAAAAGAAGGATTTTGCCTCTGTCCTGACCAACG
247 P E F V. Q K L Q S A EAKNYMESGLU®PEILTEIKIKIDTFASVL TN
Bsu36I (1405) Hpal (1476)
1401 CAAGCCCTCAGGCTGTGAATCTCCTGGAAAGGATGCTGGTGCTGGATGCGGAACAGCGGGTGACAGCAGCTGAGGCGTTAACCCATCCATACTTTGAGTC
280PA S P Q AV N L L ERM L VL DAEI QRVTAAEALTHZPY F E S
1501 CCTTCGGGACACTGAGGATGAACCCAAGGCCCAGAAATATGACGACTCCTTTGATGATGTAGACCGCACCCTTGAGGAATGGAAGCGTGTGACTTACAAG
313 L R D T E D EP KA QK Y DDSTFDDVD R RTULTETEWI KR RV T YK
Mscl (1689)
AvrIl (1621) Nhel (1683)
1601 GAAGTTCTCAGCTTCAAGCCTCCTAGGCAGCTAGGAGCCAGAGTTCCAAAGGAGACGGCTCTGTGACGACCTCTGGGTGGTTTGCTAGCTGGCCAGACAT
347k E V L S F K P P R QL GARVZPKTETATIL e —_—
1701 GATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACC

Hpal (1821)  Mfel (1832)
1801 ATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACC

EcoRI (1917)
1901 TCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCA
L -

2001 TAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAG

Sspl  (2156) Swal (2170)
2101 CTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAA

Eco0O1091 (2231)
2201 TGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTG

2301 GACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGA
+494 ¢« N R T Y K L P I L E E I T T K VL KGNME I L
BstXI (2460)
2401 GCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTG
1164 V F C D P A Y DS I L ERCMGT CPSVVRI SRDVETDTSTYPH
Stul (2595)

2501 CCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCC

83 R VA V I T DF DK QGNSVASGTI AI AEACVTVR RGI YA




2601 TCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGG
499E | H V A S I | E G T K TR I AAGVHHTIKNDTETYTLMTI KETA
Bbsl (2741)
Xmnl (2737)
2701 CGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCG
164 V E V L E L D QQ S I NF T K M-
Asel (2803)
2801 ATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACC
-t

Spel (2958)
2901 GCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAG
-

SnaBI (3086)
3000 ACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTAC

Ndel (3191)
3100 TGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGAT

3200 ACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCAT

Sdal (3369)Pacl (3377) BspLU11I (3387)
3300 TATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGC
-

3398 AAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCA

3498 AGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCG

3598 GATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGG

ApaLI (3701)
3698 CTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCA

3798 GCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTAT

3898 TTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGT

3998 TTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAA

Eagl (4137)
Pacl (4117) Swal (4126) NotI (4136)
4098 GGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATC

4198 GTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTAT
4298 CGAA
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