
150

pUNO1-mMAP3K14
(6056 bp)

BsrS2

(h) ßglobin p(A)

ori pMB1

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

mMAP3K14 (NIK)

SgfI (6)
PvuI (7)

MfeI (82)
Psp1406I (203)

HindIII (245)
Bsu36I (291)

NaeI (441)
NgoMI (441)
NgoMIV (441)

KasI (535)
BspEI (558)

SrfI (590)
SmaI (591)

XmaI (591)
Tth111I (651)

HindIII (688)

AgeI (1221)
BbrPI (1279)
Eco72I (1279)
PmlI (1279)

SexAI (1580)
SphI (1587)

Tth111I (1647)

XhoI (1870)
SpeI (1893)

BsrBI (2159)
AvrII (2208)

ScaI (2366)
FspI (2437)

SmaI (3092)
XmaI (3092)

EcoRI (3181)
BstEII (3255)

PshAI (3389)
MluI (3407)

HpaI (3576)
MfeI (3587)

EcoRI (3672)

SspI (3911)
SwaI (3925)

BspHI (4500)
PagI (4500)
AseI (4558)
VspI (4558)

SpeI (4713)

Eco105I (4841)
SnaBI (4841)

NdeI (4946)

SdaI (5124)
PacI (5132)

BspLU11I (5142)

PacI (5872)
SwaI (5881)

NotI (5891)
EagI (5892)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGCTCCGGACACCATGGCCGTGATGGAAGTGGCCTGCCCGGGCAC

TCCTGGGTCAGCAGTCGGGCAGCAGAAGGAGCTTGCCAAAGCCAAGGAGAAGACACAGTCACTGGGGAAGAAGCAGAGCTGCATCTTCAAGCTTGAGGCC

GTGGAGAAGAGCCCCGTGTTCTGTGGGAAGTGGGAGATCCTAAACGACGTGATCACCAAAGGCACAGCCAAGGACGGCTCTGAGGGAGGACCACCGGCCA

TCTCCATCATCGCCCAGGCTGAATGTGAGAATAGCCAAGAGTTCAGCCCCACCTTCTCAGAGCGCATTTTCATCGCGGGGTCACAGCAGTACAGCCAGTC

TGAGAGTCTCGATCAAATCCCCAACAATGTGGCCCATGCAACTGAAGGCAAAATGGCCCGTGTGTGCCGGAGGGGAAAACGTCACGGCAAAGCCCGAAAA

AAACGTAGGAAGAAGAGGTCGAAGTCACTGGCCCAGGCAGGAGTGGCCTTAGCCAAGCCCCTGCCCAGAACCCCTGAGCAAGAGAGCTGTACCATCCCAG

TACAGGAAGATGAGTCTCCACTAGGCAACCTCTATGCCAGAAATGTCTCCCAGTTCACCAAGCCTCTGGGGGGACCAGGCCTTGGCCACCTGTGCTTTAA

GAAACAAGATGAAGGCCTGCGACCGGTACTGCCTCGACCAGAACTCCACAAACTGATCAGCCCCTTGCAATGTCTAAACCACGTGTGGAAACTCCACCAC

CCCCAGGCCACAGGCCCCCGGCCCCACCCGACTCACCCCTTCCCCTACAGCGGAATGCCCCATCCTTTCCCATTCTACCCCCTGGAGCCCTGGAAACCCT

ATATGCTGGACTCTGCCGTCCTGGACAAACTAGCCGGTGTCAGCGGCCAGCGGCCTCTGCCTGGCCCACCGCATCTAAGCCAACTGGCCCATGGAGACAG

TCAGAAGCCGCTGCCTGGCCCACACCTGGAGTCCAGCTGCCCGTCTCGGGGTGCCCTAGAAAAGGTTCCCGTGGAGGAATACCTGGTGCATGCGCTCCAA

GGAAGTGTGAGCTCAGGCCAGGCCCACAGCCTGGCCAGCCTGGCTAAGACATGGTCCTCGGGAAGCGCCAAGCTGCAGAGGCTCGGCCCCGAAACTGAGG

ACAACGAGGGGGTCCTGCTTACTGAGAAACTCAAGCCAGTGGATTATGAGTATCGAGAAGAGGTCCACTGGATGACACACCAGCCTCGGGTGGGCAGAGG

CTCCTTCGGCGAGGTCCACAGAATGAAGGACAAGCAGACAGGCTTCCAGTGTGCTGTCAAAAAGGTACGACTCGAGGTGTTTCGGGTAGAGGAACTAGTG

GCCTGTGCTGGTCTGAGCTCGCCCAGAATCGTCCCTCTCTATGGAGCTGTGAGAGAAGGCCCGTGGGTGAACATCTTCATGGAACTGCTAGAAGGTGGCT

CGCTGGGTCAGCTCATAAAGCAAATGGGCTGTCTGCCAGAAGACCGAGCCCTTTACTACCTGGGCCAGGCCCTGGAGGGGCTGGAGTACCTCCACACACG

CAGGATTCTGCATGGCGATGTCAAAGCTGACAACGTGCTCCTGTCCAGTGATGGAAGCCGAGCGGCCCTCTGCGACTTTGGCCACGCCTTGTGCCTGCAA

CCTGACGGCCTAGGGAAATCCTTGCTCACAGGGGACTACATTCCTGGCACGGAGACCCACATGGCACCAGAAGTGGTGATGGGAAAGCCCTGCGATGCCA

AGGTGGACATCTGGAGCAGCTGCTGCATGATGCTCCACATGCTCAACGGCTGCCACCCCTGGACTCAGTACTTCCGAGGCCCGCTTTGTCTCAAGATTGC

CAGCGAGCCTCCACCGATCAGGGAGATCCCACCTTCCTGCGCACCCCTCACAGCCCAGGCCATCCAAGAGGGGCTGAGGAAAGAGCCCGTCCACCGAGCA

TCTGCCATGGAGCTTCGGAGGAAAGTGGGCAAGGCACTACAGGAAGTGGGAGGTCTGAAAAGCCCTTGGAAAGGAGAATATAAAGAACCAAGACCTCCAC

CCCAAGACCAAGCCACCTGCCACCAGACCCTACCTACTCCGCCGAGAGAGAACCCACCAGCCAAGGCCAACACAGACGGGGCTCCTGAGCCTCAGCCTCC

 M  A   V  M  E   V  A   C  P   G  T

  P   G  S   A   V  G  Q  Q  K  E   L   A   K  A   K  E   K  T   Q  S   L   G  K  K  Q  S   C  I   F   K  L   E   A  

 V  E   K  S   P   V  F   C   G  K  W  E   I   L   N  D  V  I   T   K  G  T   A   K  D  G  S   E   G  G  P   P   A   

I   S   I   I   A   Q  A   E   C   E   N  S   Q  E   F   S   P   T   F   S   E   R   I   F   I   A   G  S   Q  Q  Y   S   Q  S

  E   S   L   D  Q  I   P   N  N  V  A   H  A   T   E   G  K  M  A   R   V  C  R   R   G  K  R   H  G  K  A   R   K 

 K  R   R   K  K  R   S   K  S   L   A   Q  A   G  V  A   L   A   K  P   L   P   R   T   P   E   Q  E   S   C   T   I   P   

V  Q  E   D  E   S   P   L   G  N  L   Y   A   R   N  V  S   Q  F   T   K  P   L   G  G  P   G  L   G  H  L   C   F   K

  K  Q  D  E   G  L   R   P   V  L   P   R   P   E   L   H  K  L   I   S   P   L   Q  C  L   N  H  V  W  K  L   H  H 

 P   Q  A   T   G  P   R   P   H  P   T   H  P   F   P   Y   S   G  M  P   H  P   F   P   F   Y   P   L   E   P   W  K  P   

Y   M  L   D  S   A   V  L   D  K  L   A   G  V  S   G  Q  R   P   L   P   G  P   P   H  L   S   Q  L   A   H  G  D  S

  Q  K  P   L   P   G  P   H  L   E   S   S   C   P   S   R   G  A   L   E   K  V  P   V  E   E   Y   L   V  H  A   L   Q 

 G  S   V  S   S   G  Q  A   H  S   L   A   S   L   A   K  T   W  S   S   G  S   A   K  L   Q  R   L   G  P   E   T   E   

D  N  E   G  V  L   L   T   E   K  L   K  P   V  D  Y   E   Y   R   E   E   V  H  W  M  T   H  Q  P   R   V  G  R   G

  S   F   G  E   V  H  R   M  K  D  K  Q  T   G  F   Q  C  A   V  K  K  V  R   L   E   V  F   R   V  E   E   L   V 

 A   C  A   G  L   S   S   P   R   I   V  P   L   Y   G  A   V  R   E   G  P   W  V  N  I   F   M  E   L   L   E   G  G  

S   L   G  Q  L   I   K  Q  M  G  C  L   P   E   D  R   A   L   Y   Y   L   G  Q  A   L   E   G  L   E   Y   L   H  T   R

  R   I   L   H  G  D  V  K  A   D  N  V  L   L   S   S   D  G  S   R   A   A   L   C   D  F   G  H  A   L   C   L   Q 

 P   D  G  L   G  K  S   L   L   T   G  D  Y   I   P   G  T   E   T   H  M  A   P   E   V  V  M  G  K  P   C   D  A   

K  V  D  I   W  S   S   C   C  M  M  L   H  M  L   N  G  C  H  P   W  T   Q  Y   F   R   G  P   L   C   L   K  I   A

  S   E   P   P   P   I   R   E   I   P   P   S   C   A   P   L   T   A   Q  A   I   Q  E   G  L   R   K  E   P   V  H  R   A  

 S   A   M  E   L   R   R   K  V  G  K  A   L   Q  E   V  G  G  L   K  S   P   W  K  G  E   Y   K  E   P   R   P   P   

P   Q  D  Q  A   T   C  H  Q  T   L   P   T   P   P   R   E   N  P   P   A   K  A   N  T   D  G  A   P   E   P   Q  P   P

  S   Q  S   S   R   D  T   L   S   S   G  V  H  S   W  N  S   Q  A   E   A   R   T   C  S   C   S   T   A   L   A   R   G 

 R   P   T   D  I   P   S   Y   F   N  G  V  K  V  Q  I   Q  S   L   N  G  E   H  L   H  I   R   E   F   H  R   V  K  

V  G  D  I   A   T   G  I   S   S   Q  I   P   A   T   A   F   S   L   V  T   K  D  G  Q  P   V  C  Y   D  M  E   V  P

  D  S   G  I   D  L   Q  C  T   L   A   P   D  G  S   F   A   W  T   W  R   V  K  H  G  Q  L   E   N  R   P   • 

SgfI (6)
PvuI (7)

MfeI (82)

Psp1406I (203) HindIII (245) Bsu36I (291)

NaeI (441)
NgoMI (441)
NgoMIV (441)

KasI (535) BspEI (558) SrfI (590)
SmaI (591)
XmaI (591)

Tth111I (651) HindIII (688)

AgeI (1221) BbrPI (1279)
Eco72I (1279)
PmlI (1279)

SexAI (1580)
SphI (1587)

Tth111I (1647)

XhoI (1870) SpeI (1893)

BsrBI (2159)

AvrII (2208)

ScaI (2366)

FspI (2437)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

2601

1

11

45

78

111

145

178

211

245

278

311

345

378

411

445

478

511

545

578

611

645

678

811

845

878

911



TCTACCGCCAGAACCACCAGAACCGAGCAAAGCGCCAGCCCTGAACCTGAGCAAGGAGGAGTCTGGCACATGGGAACCCCTGCCTCTGTCCTCCCTGGAC

CCAGCCACTGCCAAAGGCCCCAGCTTCCCAGACCGGAGGGCAACCTTGCCAGAGCTGGAGCTACAGCAACTGGAGATAGAACTGTTTCTCAACAGCCTGT

CCCAGCCGTTCTCTCTGGAGGAACAGGAACAAATCCTCTCCTGCCTCAGCATCGACAGCCTCTCGCTGTCAGATGACAGTGAAAAGAATCCATCGAAGGC

CTCTCAGAGCTCACGGGACACCCTGAGTTCTGGCGTGCACTCTTGGAACAGCCAAGCTGAGGCAAGAACCTGCAGCTGCAGCACGGCGCTGGCCCGGGGG

CGGCCTACTGACATCCCGAGCTACTTCAACGGGGTCAAGGTCCAGATCCAGTCTCTCAATGGCGAACACCTGCATATCCGGGAATTCCACCGCGTCAAGG

TGGGAGACATTGCCACCGGCATCAGCAGCCAGATCCCAGCCACAGCTTTCAGCCTGGTGACCAAAGATGGACAGCCTGTTTGCTATGACATGGAGGTGCC

AGACTCGGGCATCGACCTGCAGTGCACCCTGGCCCCTGATGGCAGCTTTGCTTGGACCTGGAGGGTCAAGCATGGTCAGCTGGAGAACCGACCCTAGTCC

TGTCTTCACGCGTTCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTT

GTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCAT

TTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACT

TTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCC

TCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCC

CTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAAT

ATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTG

AGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACA

TGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCAC

AGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATG

GCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCT

TCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCT

GACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAA

GTCCCGTTGATTTA C T A G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGAT

GTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGC

CAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCA

CCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGG

GCCATTTACCGTAAGTTATGTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCT

GGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCG

TTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTC

ATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATC

CGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGT

GCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAG

TTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGA

 •  N  R   T   Y   K  

L   P   I   L   E   E   I   T   T   K  V  L   K  G  N  M  E   I   L   V  F   C   D  P   A   Y   D  S   I   L   E   R   C   M

  G  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y   P   H  R   V  A   V  I   T   D  F   D  K  Q  G  N  S   V 

 A   S   G  I   A   I   A   E   A   C  V  T   V  R   G  I   Y   A   E   I   H  V  A   S   I   I   E   G  T   K  T   R   I   

A   A   G  V  H  H  K  N  D  E   Y   L   M  T   I   K  E   T   A   V  E   V  L   E   L   D  Q  Q  S   I   N  F   T   K

  M 

 M  A   V  M  E   V  A   C  P   G  T

  P   G  S   A   V  G  Q  Q  K  E   L   A   K  A   K  E   K  T   Q  S   L   G  K  K  Q  S   C  I   F   K  L   E   A  

 V  E   K  S   P   V  F   C   G  K  W  E   I   L   N  D  V  I   T   K  G  T   A   K  D  G  S   E   G  G  P   P   A   

I   S   I   I   A   Q  A   E   C   E   N  S   Q  E   F   S   P   T   F   S   E   R   I   F   I   A   G  S   Q  Q  Y   S   Q  S

  E   S   L   D  Q  I   P   N  N  V  A   H  A   T   E   G  K  M  A   R   V  C  R   R   G  K  R   H  G  K  A   R   K 

 K  R   R   K  K  R   S   K  S   L   A   Q  A   G  V  A   L   A   K  P   L   P   R   T   P   E   Q  E   S   C   T   I   P   

V  Q  E   D  E   S   P   L   G  N  L   Y   A   R   N  V  S   Q  F   T   K  P   L   G  G  P   G  L   G  H  L   C   F   K

  K  Q  D  E   G  L   R   P   V  L   P   R   P   E   L   H  K  L   I   S   P   L   Q  C  L   N  H  V  W  K  L   H  H 

 P   Q  A   T   G  P   R   P   H  P   T   H  P   F   P   Y   S   G  M  P   H  P   F   P   F   Y   P   L   E   P   W  K  P   

Y   M  L   D  S   A   V  L   D  K  L   A   G  V  S   G  Q  R   P   L   P   G  P   P   H  L   S   Q  L   A   H  G  D  S

  Q  K  P   L   P   G  P   H  L   E   S   S   C   P   S   R   G  A   L   E   K  V  P   V  E   E   Y   L   V  H  A   L   Q 

 G  S   V  S   S   G  Q  A   H  S   L   A   S   L   A   K  T   W  S   S   G  S   A   K  L   Q  R   L   G  P   E   T   E   

D  N  E   G  V  L   L   T   E   K  L   K  P   V  D  Y   E   Y   R   E   E   V  H  W  M  T   H  Q  P   R   V  G  R   G

  S   F   G  E   V  H  R   M  K  D  K  Q  T   G  F   Q  C  A   V  K  K  V  R   L   E   V  F   R   V  E   E   L   V 

 A   C  A   G  L   S   S   P   R   I   V  P   L   Y   G  A   V  R   E   G  P   W  V  N  I   F   M  E   L   L   E   G  G  

S   L   G  Q  L   I   K  Q  M  G  C  L   P   E   D  R   A   L   Y   Y   L   G  Q  A   L   E   G  L   E   Y   L   H  T   R

  R   I   L   H  G  D  V  K  A   D  N  V  L   L   S   S   D  G  S   R   A   A   L   C   D  F   G  H  A   L   C   L   Q 

 P   D  G  L   G  K  S   L   L   T   G  D  Y   I   P   G  T   E   T   H  M  A   P   E   V  V  M  G  K  P   C   D  A   

K  V  D  I   W  S   S   C   C  M  M  L   H  M  L   N  G  C  H  P   W  T   Q  Y   F   R   G  P   L   C   L   K  I   A

  L   P   P   E   P   P   E   P   S   K  A   P   A   L   N  L   S   K  E   E   S   G  T   W  E   P   L   P   L   S   S   L   D 

 P   A   T   A   K  G  P   S   F   P   D  R   R   A   T   L   P   E   L   E   L   Q  Q  L   E   I   E   L   F   L   N  S   L   

S   Q  P   F   S   L   E   E   Q  E   Q  I   L   S   C   L   S   I   D  S   L   S   L   S   D  D  S   E   K  N  P   S   K  A

  S   Q  S   S   R   D  T   L   S   S   G  V  H  S   W  N  S   Q  A   E   A   R   T   C  S   C   S   T   A   L   A   R   G 

 R   P   T   D  I   P   S   Y   F   N  G  V  K  V  Q  I   Q  S   L   N  G  E   H  L   H  I   R   E   F   H  R   V  K  

V  G  D  I   A   T   G  I   S   S   Q  I   P   A   T   A   F   S   L   V  T   K  D  G  Q  P   V  C  Y   D  M  E   V  P

  D  S   G  I   D  L   Q  C  T   L   A   P   D  G  S   F   A   W  T   W  R   V  K  H  G  Q  L   E   N  R   P   • 

SmaI (3092)
XmaI (3092)

EcoRI (3181)

BstEII (3255)

PshAI (3389)

MluI (3407)

HpaI (3576) MfeI (3587)

EcoRI (3672)

SspI (3911) SwaI (3925)

BspHI (4500)
PagI (4500)

AseI (4558)
VspI (4558)

SpeI (4713)

Eco105I (4841)
SnaBI (4841)

NdeI (4946)

SdaI (5124)PacI (5132) BspLU11I (5142)

2701

2801

2901

3001

3101

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301

4401

4501

4601

4701

4800

4900

5000

5100

5198

5298

5398

5498

5598

5698

141

134

101

68

34

1

1

11

45

78

111

145

178

211

245

278

311

345

378

411

445

478

511

545

578

711

745

778

811

845

878

911



TCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCC

GCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAA
ACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

PacI (5872) SwaI (5881) NotI (5891)
EagI (5892)

5798

5898
5998
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