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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV  (441)

Nael (441)
401

Sphl (560)
Kasl (535) Agel (552) Pvull (589)

501 CTGAGATCACCGGTCAGCATGCCCAAGAAGAAGCCGACGCCCATCCAGCTGAACCC

- 1IPM P K K K P T P I QL NP

Hpal (619) Eagl (635)

601 GGCCCCCGATGGCTCGGCGGTTAACGGGACCAGCTCGGCCGAGACCAACCTGGAGGCCTTGCAGAAGAAGCTGGAGGAGCTGGAGCTTGACGAGCAGCAG
133 AP DGSAVNSGTSSATETNLTEALIG QKT KTLTETETLTETLTDTENOQNAQ
XhoI (709)

701 CGGAAGCGGCTCGAGGCCTTTCTGACGCAGAAGCAGAAGGTGGGGGAACTGAAGGATGATGACTTTGAGAAGATCAGCGAACTGGGAGCTGGCAACGGTG
47 R K R L E A F L T Q K QK V GETULZKUDUDTUDTFTETZKTI SETLTGATGNG
BbsI (805) Xeml (819) BspEI (881)

801 GAGTGGTCTTCAAGGTCTCCCACAAGCCATCTGGCCTGGTTATGGCTAGAAAGCTGATCCACCTGGAGATCAAACCCGCAATCCGGAACCAGATCATCCG
80PG V V F K VS HK P S GL VMARTIKTLTIUHLTETLII KTPATIRNO QI I R

BsaBI (975)
901 GGAGCTGCAGGTACTGCACGAGTGCAACTCCCCGTACATCGTGGGCTTCTACGGGGCCTTCTACAGCGACGGCGAGATCAGCATCTGCATGGAGCACATG

113 E L Q VL HE CNZSUPY I VGFYGATFYSDGETI S I CMEHM
1001 GATGGTGGGTCCTTGGATCAAGTTCTGAAGAAAGCTGGAAGAATTCCTGAGCAAATTTTAGGAAAAGTTAGCATTGCTGTGATAAAAGGCCTGACCTATC
147* D G G S L bDQ VLK KAGR I PEQI L GKVS I AV I KGTLTY

BbrPI (1160)
1101 TTCGGGAGAAGCACAAGATTATGCACAGAGATGTCAAGCCATCCAACATTCTAGTGAACTCACGTGGGGAGATCAAACTCTGTGATTTTGGGGTCAGCGG
180 L R E K H K I M HR DV KUP SNI1T L VNS SR RSGTETI KTULT CDTFTGVSG
Xeml (1220)
Mscl (1217) BspLU11I (1247)
1201 GCAGCTAATTGACTCTATGGCCAACTCCTTCGTGGGCACGAGATCCTACATGTCGCCTGAGAGACTCCAGGGGACTCACTACTCTGTGCAGTCGGACATC
213 Q L I D S M A NSTFVGT RSYMSUPEIRLI QGTHY SV QSD
BstXI (1364)
1301 TGGAGCATGGGGCTCTCTCTGGTGGAGATGGCAGTTGGGAGATACCCCATTCCTCCTCCTGATGCCAAGGAGCTGGAGCTACTGTTTGGATGCCATGTGG
247 W S M G L S L VEMAVGRYU®PI PPPUDAIKTETLTETLTLTFTGTCHYV
Ndel (1457) Ncol (1481)

1401 AAGGAGACGCAGCCGAAACACCACCCAGGCCAAGGACCCCTGGGAGGCCTCTCAGCTCATATGGAATGGACAGCCGACCTCCCATGGCAATTTTTGAGTT
280" E G D AA E TPPIRUPIRT®PSGRU®PLSSYGMDS S R®PUPMAI F E L
1501 GTTGGATTACATTGTCAATGAGCCTCCTCCAAAACTGCCCAGTGGAGTATTCAGTCTGGAGTTTCAGGATTTTGTGAATAAATGCTTAATAAAGAACCCT
313 L DY I VN E P PP KL P S GVF SLETFQDTFVNIKTCTLII KNP

Bglll (1611) Bglll (1648)
1601 GCAGAGAGAGCAGATCTGAAGCAGCTCATGGTACATGCTTTCATCAAAAGATCTGACGCCGAGGAGGTAGACTTCGCAGGCTGGCTCTGCTCCACCATTG
347k AN E R A DL K QLWMVHATF I KRSDATETEVDTFAGWTLTCST
Mscl (1781)
Nhel (1775)
1701 GGCTTAACCAGCCCAGCACACCAACCCACGCTGCCAGCATCTGAGCCTTTAGGAAGCAGCAAAGAGGAATTCTCTGCTAGCTGGCCAGACATGATAAGAT
380G L N Q P S T P T H A A S | .
1801 ACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAG

Hpal (1913)  Mfel (1924)
1901 CTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAA

2001 TGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATC
R — -

2101 AGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCAT

Sspl  (2248) Swal (2262)
2201 TTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTT

2301 ATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAA

2401 GAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAG
4414 ¢« N R T Y K L P I L E E I T T K VL KGNMTETI L VF
Sacl (2523) BstXI (2552)
2501 CAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAG
1134C D P A Y D S I L ERCMG CUPSVVRI1I SRDVETDSYUPHTZ RVA




2601 CCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTG

g4 VvV I T D F DK QGNSVASGI A I AEACVTVR RGI Y AE I H
2701 GACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCC

474 V. A S | Il E G T K TR I A A GV HHIKNDEYLMT I KETAVE

BspHI (2837)
BbsI (2833)
Xmnl (2829) Asel (2895)

2801 ACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAA

13dv L E L D QQ S I NF T K M-

Sacl (2952)
2901 TTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTT
-y

Spel (3050)
3001 GCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAA
-

SnaBI (3178)
3100 ATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGT

Ndel (3283)
3200 AGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGA

3300 TGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACG

Sdal (3461)Pacl (3469)  BspLUIL1I (3479)
3400 TCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCC
-

3498 AGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAG

3598 GTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTG

ApaLlI (3793)

3698 TCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGC

3798 ACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCAC

3898 TGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATC

3998 TGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGC

4098 AGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTT

Eagl (4229)
Pacl (4209) Swal (4218) Notl (4228)
4198 GGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAA

4298 CATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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