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pMBI1 ori
Xbal (837)
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mLYN isoform 1

Nsil (1084)
PpulOI (1084)

pUNO1-mLYNa

(4747 bp)

SphI (1234)
Nsil (1236)
PpulOl (1236)
Ncol (1261)
Xmal (1289)
BstXI (1298)

hCMV prom

BstEII (1485)

BsrBI (1636)

(h) Bglobin p(A) Nrul (1724)

SV40 p(A
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EcoRI (1850)
EcoRV (1937)
EcoO1091 (2677)

Swal (2616)
SspI  (2602)

Nhel (2129)
Mscl (2135)
Hpal (2267)

EcoRI (2363) Mfel (2278)
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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) Pvull (239) Bsu36I (291)

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301

NgoMIV  (441)

Nael (441)
401

Neol (560)
BstEII (555)
KasI (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGGATGTATTAAATCAAAAAGGAAAGACAATCTCAA

[ 1I*M G C I K S K R K D N L N

BstBI (615) SnaBI (632)
601 TGACGATGAAGTAGATTCGAAGACTCAACCAGTACGTAATACTGACCGAACTATTTATGTGAGAGATCCAACGTCCAATAAACAGCAAAGGCCAGTTCCT
13 DD EVDSKTAQPVIRNTIDARTI Y VRDUPTSNIKIQQRU®P VP
701 GAATTTCATCTTTTACCAGGACAGAGATTTCAAACAAAAGATCCAGAGGAACAAGGTGACATTGTGGTGGCCTTATACCCTTATGATGGCATCCACCCAG
47 E F H L L P G QRF QTIKWDUZ®PETEWOQGHDI VVALYU®PYDGI1I HFP
Xbal (837)

801 ATGACTTGTCCTTCAAGAAAGGAGAAAAGATGAAAGTTCTAGAAGAGCATGGGGAATGGTGGAAAGCTAAGTCCCTTTCATCAAAGAGAGAAGGCTTCAT
80D D L S F K K G E KM K VL EEHGEWMWIKAIKS L S S KU RE G F I
XcemI (902) Mscl (914)
901 CCCCAGCAACTACGTGGCCAAGGTCAACACCTTAGAAACTGAAGAGTGGTTCTTCAAGGACATAACAAGGAAAGATGCAGAGCGACAGCTTCTGGCACCA
113 P S N Y V A K V N T L E T E E W F F KD I TRKWDATEU R QLILAW®P
Ppul0lI (1084)
Nsil (1084)
1001 GGGAACAGTGCAGGAGCTTTCCTTATCAGAGAAAGCGAAACTTTAAAGGGAAGCTTCTCTCTTTCTGTCAGAGATTATGACCCTATGCATGGTGATGTCA
147 G N S A G A F L I R E S E TL K G S F SL SV RDYDUPMUHGT DV
1101 TTAAGCACTACAAAATTAGAAGTCTGGACAATGGTGGCTATTACATCTCTCCTCGCATCACTTTTCCCTGCATCAGTGACATGATTAAGCATTACCAAAA
1801 K H'Y K I R S L DNGGY Y I SPR 1 TFUPCI SDMI KHY QK
PpulOI (1236)
Nsil (1236) BstXI (1298)
Sphl (1234) Ncol (1261) Xmal (1289)
1201 GCAGTCTGATGGTCTATGCAGAAGACTGGAGAAGGCATGCATCAGTCCCAAACCTCAGAAGCCATGGGATAAAGATGCCTGGGAGATCCCCCGGGAGTCC
213 Q S D G L C R R L E KA C I S P K P QK P WWDIKIDAWTE I P R E S
1301 ATTAAGTTGGTGAAAAAGCTTGGCGCAGGGCAGTTTGGGGAAGTCTGGATGGGTTACTATAACAACAGCACAAAGGTGGCTGTGAAGACCCTCAAGCCCG
247 | K L V K K L GA GQF GEVWMGYYNNSTIKVAVKTIL K P
BstEII (1485)
1401 GCACCATGTCTGTGCAGGCATTCCTGGAAGAGGCCAACCTCATGAAGACCTTGCAACATGACAAGCTAGTGCGGCTGTACGCTGTGGTCACCAAGGAGGA
280G T M S V Q A F L E EA NLMIKTLQHUDI KL VRLYA AV V TIKE E
1501 GCCCATCTACATCATCACCGAGTTCATGGCTAAGGGTAGTTTGCTGGATTTCCTCAAGAGTGATGAAGGTGGCAAGGTGCTGCTGCCCAAGCTCATTGAC
313 P I Y I I T E F M A K G S L L DF L K SDZEG GG GI KV LLUPKTUL 11 D
BsrBI (1636)
1601 TTCTCGGCCCAGATTGCAGAAGGCATGGCGTACATCGAGCGGAAGAACTACATCCACCGTGATCTGCGAGCTGCTAACGTCCTGGTCTCTGAGTCACTCA
347 F S A QI A E GMAY I ERKNY Il HRDULU RAANVILV S E S L
Nrul (1724)
1701 TGTGCAAGATTGCAGACTTTGGCCTCGCGAGAGTCATCGAAGATAACGAGTACACAGCAAGGGAAGGTGCGAAGTTCCCTATCAAGTGGACAGCTCCAGA
380kM C K I A D F G L ARV I EDNEYTARTEGAIKTFU®P I KWTAUPE
EcoRI (1850)
1801 GGCCATCAACTTCGGCTGCTTCACTATCAAATCTGACGTGTGGTCCTTCGGAATTCTCCTGTATGAGATTGTCACCTATGGGAAGATTCCCTACCCAGGG
413 A I N F G C F T I K S bDVWSTFSGI I LULYEIl VTYGK 1 P Y P G
EcoRV (1937)
1901 AGAACCAACGCAGATGTGATGAGCGCACTGTCACAGGGATATCGAATGCCACGCATGGAGAACTGCCCAGATGAGCTCTATGACATCATGAAAATGTGTT
447" R T NA DV M SAL SQGY RMZPIRMENTCPTDTETLYDI MIKWMTC
2001 GGAAAGAAAAGGCAGAGGAGAGGCCAACTTTTGACTACTTACAGAGTGTCCTGGATGACTTCTATACAGCCACAGAAGGGCAGTATCAGCAGCAACCGTA
480W K E K A E E R P T F DY L QS VLDUDTFYTATTESG GO QY QQ QP o
Mscl (2135)
Nhel (2129)
2101 GTGGGCATGGAGACTAGCCTATTGTAGGTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAA
513k

Hpal (2267) Mrfel (2278)
2201 ATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTT

EcoRI (2363)
2301 CAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCC
- -

2401 AAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCT




2501 TTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGT

SspI  (2602) Swal (2616) EcoO01091 (2677)
2601 AAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAG

2701 TTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATG
+414 ¢ N R T Y K L P

2801 AGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGG

1314L E E | T T K VL K G NM E I L VF CDU®PAYDS S 1l L ERT CMSGTCF®P
BstXI (2906)

2901 GGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCC

98¢ S VvV V R I S R DV E D S Y P HR VAV I TDFDI K QGNSVASG
Stul (3041)

3001 AATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCG

654 1 A I A E A CV TV RGI YATEI HVAS I I EGTJ KTR RI AAG
Xmnl (3183)

3101 ACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGG

31V H H K ND E Y L M T I KETAVEVLELUDA QQS I NFTK M--4-——
Asel (3249)
3201 CCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTC
o
3300 ACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTT

Spel (3404)
3400 GATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCC
-

SnaBI (3532)
3499 AAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGG

Ndel (3637)
3599 CCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGA

3699 CGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTA

PstI (3816)
Sdal (3815)Pacl (3823) BspLU11I (3833)
3799 CCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTT
e

3897 TCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCC

3997 TGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCA

ApaLl (4147)
4097 CGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACT

4197 ATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGA

4297 GTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGC

4397 TCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGA

Eagl (4583)
Pacl (4563) Swal (4572) NotI (4582)
4497 TCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAA

4597 ATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAA
4697 AATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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