Segfl (6)

Pvul (7)
Mfel (82)
EcoNI (96)
Eagl (3959) Psp14061 (203)
NotI (3958) HindIII (245)
Swal (3948) EcoNI (287)
Pacl (3939) Bsu36I (291)
NgoMIV (441)
Kasl (535)
Agel (552)
BStEII (555)
Ncol (560)
Pstl (577)
ApaLl (3523) hEF1-HTLV prom BAEI (645)
pMBI ori

PshAI (826)
Bsp120I (885)
Fspl (894)
BsaBI (924)

mLTB (TNFC,TNFSF3)

BspLU11I (3209)
Pacl (3199)

Pstl (3192)—% 5
Sdal (3191)

pUNO1-mLTB

(4123 bp)

BsrBI (1101)
BssHII (1106)
Xeml (1121)
Tth1111 (1147)
NgoMIV (1201)
Eagl (1203)

Fspl (1232)

KasI (1258)

Ndel (3013)

SnaBI (2908)

hCMV prom

Spel (2780)

BspEI (1385)
BsrBI (1389)

BbsI (1449)
Nhel (1505)
Mscl (1511)

Hpal (1643)
Mfel (1654)
EcoRI (1739)

EM7 SV40 p(A)

Asel (2625)

BspHI (2567)
Bbsl (2563)

(h) Bglobin p(A)

Stul (2417)

100
— BstXI (2282)
SspI  (1978)
Swal (1992)

C?)InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Neol (560)
BstEII (555)
Kasl (535) Agel (552) Pstl (577)

501 CTGAGATCACCGGTCACCATGGGGACACGGGGACTGCAGGGCCTGGGTGGGAGACC

- 1M G T R G L QG LGS GT R P

BstEIT (648)
601 CCAGGGGAGGGGCTGCCTCTTGCTGGCTGTGGCAGGAGCTACTTCCCTGGTGACCCTGTTGTTGGCAGTGCCTATCACTGTCCTGGCTGTGCTGGCCTTG
13 Q G R GCLULULAVAGATSTULVTLULLAV®PI TVLAUVLAIWL
701 GTGCCGCAGGATCAGGGACGTCGGGTTGAGAAGATCATTGGCTCAGGAGCACAGGCTCAGAAAAGACTGGATGACAGCAAACCGTCGTGCATCTTGCCCT
47 V. P Q D Q G R R V E K 1 I G S GA QA QK RLDUDS S KU®PSC 1 L P
Fspl (894)
PshAI (826) Bsp120I (885)
801 CACCCTCTAGCCTCTCAGAGACTCCTGACCCCCGTCTGCATCCTCAGAGATTCTATGCTTCCAGGAATCTAGCCTCCACATCCCAGGGCCCTGTTGCGCA
80kSs P S S L S E T P DUPIRULHP QR FYASU RNLASTSQGU®P VANAQ
BsaBI (924)
901 GTCCTCTCGGGAGGCATCTGCATGGATGACCATCCTGTCTCCAGCTGCGGATTCTACACCAGATCCAGGGGTTCAACAGCTGCCAAAGGGGGAACCAGAA

113 S S R E A S AWM T I L S PAADSTZPUDPG GV QQLUPIKTGTEPE
1001 ACTGACCTCAACCCTGAGCTCCCTGCTGCCCACCTCATAGGCGCTTGGATGAGTGGGCAAGGGCTCAGCTGGGAGGCGAGCCAAGAAGAAGCGTTTCTGA
147 T D L NP E L P AAUHTLI GAWMSG QGLSWEJA ASTIGQETEATFL
BssHII (1106)
BstBI (1101) XemI (1121) Tth1111 (1147)

1101 GGAGCGGCGCGCAGTTCTCCCCCACCCACGGGCTGGCGCTGCCACAGGACGGCGTCTATTACCTCTACTGCCACGTCGGGTACAGGGGCAGGACGCCCCC
180 R S G A Q F S P T HGLALUWP QDG GVY Y LY CHVYVGYRGRTU®PTP
Eagl (1203)
NgoMIV (1201) Fspl (1232) KasI (1258)

1201 TGCCGGCCGAAGCCGTGCTCGCTCGCTCACGCTGCGCAGCGCCCTGTACCGCGCGGGGGGCGCCTACGGGCGAGGTTCCCCCGAGTTGCTGCTGGAGGGC

213 A G R S R A R S L T LR SAL YU RAGGAYGRGSU®PEILILILTEG
BsrBI (1389)

BspEI (1385)
1301 GCGGAGACAGTCACACCTGTTGTGGACCCCATCGGGTACGGGTCGTTATGGTACACGAGCGTGGGGTTCGGCGGCCTGGCGCAGCTCCGGAGCGGCGAGA
247" AN E T V T P V VDZPI GY G SLWYTS SV GFS GG GLAAOQLR RS GE
Bbsl (1449)
1401 GGGTCTACGTCAACATCAGTCACCCCGACATGGTGGACTACAGGAGAGGGAAGACCTTCTTCGGGGCGGTGATGGTGGGGTGACAGCCATCTGTATTCAT
280k R V. Y V N I S HP DMVDYIRI RGIKTTFTFGAVMVG e
Msel (1511)
Nhel (1505)
1501 TCCTGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGA

Hpal (1643) Mfel (1654)
1601 TGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAG

EcoRI (1739)
1701 GTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCT
-

1801 TTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGT

SspI  (1978) Swal (1992)
1901 ATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAAT

2001 ACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACA

2101 AAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACC
414 ¢ N R T Y K L P I L E E I T T K V

BstXI (2282)
2201 AGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGT
1234 K G NM E I L VF CDPAYDSI L ERT CMSGT C®PSVVRI SRD
2301 CCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGAC
94 V E D S Y P HR VA V I T DF DI KQGNSVASGI A I AEATCV




Stul (2417)
2401 AGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAG
574 T VR G I Y A E I HV A S I | EGTI KT RI AAGVHHTEKNDE Y
BspHI (2567)
Bbsl (2563)
2501 AGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTAT
234L M T | K E T A VEUVLTETLUDA QQS I NFTKM=-
Asel (2625)
2601 ACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGA
-

Spel (2780)
2701 CCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCC
-

2801 ATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCG

SnaBI (2908)
2901 ATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAG

Ndel (3013)
3001 GGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGT

PacI (3199)

Pstl (3192)
Sdal (3191)
3101 TACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGT

BspLUI1I (3209)
3201 TAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCA
-

3301 TCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTT

3401 CCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGG

ApaLI (3523)
3501 TCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACA

3601 CGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGC

3701 TACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTG

3801 GTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTG

Eagl (3959)
Pacl (3939) Swal (3948) NotI (3958)
3901 GAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTG

4001 TTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGG
4101 TGCCAGAACATTTCTCTATCGAA



	TechSheet
	Map
	Sequence



