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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

Ncol (560)
BStEII (555)
Kasl (535) Agel (552) Clal (577)

501 CTGAGATCACCGGTCACCATGGCGGAGGCTGCCATCGATCCCAGATGCGAGGAACA

- 1M A E A A I DP R CE E Q

601 GGAAGAGCTCCATGCAGAAGACAGCGAAGGGCTCACAACTCAGTGGAGAGAAGAAGACGAGGAAGAGGCTGCCCGTGAGCAGCGTCAACGGGAGCGAGAG
13 E E L HA EDSEGLTT QWRTETETDTETETEAARTEG QRI QRTERE
701 AGGCAGCTACAGGACCAGGACAAAGATAAAGAAGATGATGGTGGCCATTCCCTGGAACAGCCAGGACAGCAGACACTCATCAGCCTGAAGTCCTCTGAAC
47" R Q L Q D Q D KDIKTEDUDTGGHSTILE- QPG GQQTTL I SL K S S E
801 TGGATGAAGATGAGGGTTTTGGTGACTGGTCCCAAAAGCCGGAGCCACGGCAGCAATTCTGGGGGAATGAGGGGACTGCAGAAGGGACTGAACCCTCTCA

8okL D E DE GF GDWS QKUZPEZPRI GQQFWGNTETGTATETGTTETFPSNAQ

XemlI (947)
901 AAGCGAGAGACCAGAGGAGAAACAAACAGAGGAGAGTTCTCACCAAGCCAAAGTCCACTTGGAGGAGTCAAACCTGAGCTACAGGGAGCCCGATCCAGAG
113 S E R P E E K Q T E E S S H QA KV HULTETESNLSYUZRTETPTDTFPTE
EcoO1091 (1054)
1001 GATGCTGTTGGGGGTTCTGGGGAGGCGGAAGAGCATCTGATACGTCATCAGGTCAGGACCCCCAGCCCTTTGGCCTTAGAAGACACCGTTGAGCTGAGTT
147" D AV G G S G E A E E HL I RHQVURT®PSZPLALTETDTVETLS
Tth1111 (1137) BsrBI (1152)
1101 CACCTCCCCTGAGCCCTACCACCAAACTGGCTGATAGGACCGAGTCCCTGAACCGCTCCATTAAAAAGAGCAACAGTGTGAAGAAGTCTCAACCAACCTT
180kS P P L S P T T K L ADRTESTILN NI RS SI KJZKSNSVIKTZKSOQPTL
Bst11071 (1233)

1201 GCCCATTTCCACAATTGATGAACGCCTGCAGCAGTATACCCAGGCCACTGAGTCTTCTGGCCGAACTCCTAAGCTGTCCCGCCAGCCCTCCATAGAGCTG

213+ P | S T | DERLQQYTOQATETSSGRTPIKTLTSR RIOQPS I E L
1301 CCCAGCATGGCCGTAGCCAGTACCAAGACTCTTTGGGAAACAGGAGAAGTGCAGAGTCAGTCTGCTTCTAAGACACCCTCCTGCCAGGATATAGTAGCTG
247 P S M A VA S TIKTLMWETGEUVQSQSASIKTPSTCOQDI VA

BglIl (1445)

1401 GAGACATGAGCAAGAAAAGTCTGTGGGAGCAGAAAGGAGGCTCCAAGATCTCATCCACCATCAAGAGCACCCCATCTGGAAAGCGGTACAAGTTCGTGGC

280G D M S K K S L WE QK GGSIK 1T S ST 1 KSTU®PSGIKT RYKTF VA
Scal (1524) Nhel (1567)

1501 CACTGGACATGGGAAGTACGAGAAAGTACTTGTGGATGAGGGCTCAGCACCATAGACCATGTTTGCAGCTAGCTGGCCAGACATGATAAGATACATTGAT

313 T G H G K Y E KV L VDETGS AP e

1601 GAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATA

Hpal (1705)
1701 AACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAT

EcoRI (1801)
1801 GGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTG
| -

1901 TTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTAT

SspI  (2040) Swal (2054)
2001 GTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCA

EcoO1091 (2115)
2101 GAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGA

2201 GCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGG
—3%414 ¢ N R T Y KL P I L E E I T T K VL KGNMEII L VF CTDF@P
2301 AGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATG
1114 A Y D S | L E R CM G CP SV VRI1I SRDVETDSYZPHRVAVI
Stul (2479)
2401 GTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAG
77T D F D K Q G NS VA S G I A I AEACVTVRGI Y ATE I HVAS
2501 AGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTC
444 | | E G T K T R I AAGVHHIKNDTEYLMTI KETAVEVLE



BspHI (2629)

XmnI (2621) Asel  (2687)
2601 CAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAA
114 L D Q Q S I N F T K M == -

2701 ACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAAT

Spel (2842)
2801 GGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGT
-

SnaBI (2970)
2900 GAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGT

Ndel (3075)
3000 CCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGC

3100 CAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGG

Sdal (3253)Pacl (3261) BspLU11I (3271)
3200 CGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAG
-

3298 GCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAA

3398 ACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTT

ApaLI (3585)
3498 TCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCC

3598 CCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACA

3698 GGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCT

3798 GCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATT

3898 ACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGG

Eagl (4021)
Pacl (4001) Swal (4010)  NotI (4020)
3998 CTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCT

4098 CTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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