Pvul (7)
Sgfl (6) Mfel (82)
Psp14061I (203)
Pvull (239
Eagl (6414) Hir(ldIII)(245)
Notl (6413) Bsu36I (291)
Swal (6403) Nael (441)
Pacl (6394) NgoMI (441)
NgoMIV (441)
KasI (535)
Agel (552)
BStEII (555)
Ncol (560)
BsrGI (615)
HindIII (779)
-Acc651 (845)
Tth1111 (1000)

ApaLl (5978)

Pcil  (5664)
BspLU11I (5664) hEF1-HTLV prom

Pacl (5654) ori pMB1
Sdal (5646)

Ndel (5468)

SnaBI (5363)

Ecol051 (5363) mJAK2 isoform 1

hCMYV enh

Spel (5235)
EcoRI (1445)

Sacl (5137) hCMYV prom

XemI  (1593)

Xmnl (5014) EM7 pUNO1-mJAK2a

Stul (4872) BsrS2 (6578 bp)
Ecol471 (4872)

Fspl (1695)
Pvull (1730)
Xhol (1738)
BstEII (1810)
Bsu361 (1846)

Sacl (4708)

Bglll (2123)
Mscl (2214)
Asull (2344)
Bsp1191 (2344)
SV40 p(A) mod BstBI (2344)
Nsil (2542)

PpulOI (2542)

Xbal (2550)

Ncol (2710)

Acc651 (2715)

Nsil (2727)

Ppul0I (2727)

Dralll (2784)

BglII (2795)

BsiBI (2863)

(h) Bglobin p(A)

Swal (4447)

EcoRI (4194)
Mfel (4109)
Hpal (4098)
Mscl (3966)
Nhel (3960)

Ndel (3359)

BsiBI (3255) Ecol471 (2944)
SandI (3077) Stul (2944)
AvrIl (3048)

InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

NgoMI (441)

Nael (441)
401

Ncol (560)
BSstEII (555)
KasI (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGGAATGGCCTGCCTTACAATGACAGAAATGGAGGC

[ 1* M GM A CL T M TEWME A

BsrGI (615)
601 AACCTCCACATCTCCTGTACATCAGAATGGTGATATTCCTGGAAGTGCTAATTCTGTGAAGCAGATAGAGCCAGTCCTTCAAGTGTATCTGTACCATTCT
13 T S T S PVH QNG GDI PGSANSVIKA QI EPVLQVY LY HS
HindIII (779)
701 CTTGGGCAAGCTGAAGGAGAGTATCTGAAGTTTCCAAGTGGAGAGTATGTTGCAGAAGAAATTTGTGTGGCTGCTTCTAAAGCTTGTGGTATTACGCCTG
47 L G Q A E G E Y L K F P S GEY VATETEI CVAASIKATCSGTI TP
Acc651 (845)
801 TGTATCATAATATGTTTGCGTTAATGAGTGAAACCGAAAGGATCTGGTACCCACCCAATCATGTCTTCCACATAGACGAGTCAACCAGGCATGACATACT
80V Y H NM F A LM S ETEU R 1L WY PPNWUHVFHI1I DESTRHD I L
901 CTACAGGATAAGGTTCTACTTCCCTCATTGGTACTGTAGTGGCAGCAGCAGAACCTACAGATACGGAGTGTCCCGTGGGGCTGAAGCTCCTCTGCTTGAT
113 Y R I R F Y F P HWYCSGSSRTY RY GV SRGATEAUPTLTLTD
Tth111I (1000)
1001 GACTTTGTCATGTCTTACCTTTTTGCTCAGTGGCGGCATGATTTTGTT CACGGATGGATAAAAGTACCTGTGACTCATGAAACTCAGGAAGAGTGTCTTG
147 D F VM S Y L F A QWRHDTFV HGWI KV PV THETIGQETETCIL
1101 GGATGGCGGTGTTAGACATGATGAGAATAGCTAAGGAGAAAGACCAGACTCCACTGGCTGTCTATAACTCTGTCAGCTACAAGACATTCTTACCAAAGTG
180G M AV L DM M R I A K E KD QT®PLAVYNS SV SYKTTFLUP K C
1201 CGTTCGAGCGAAGATCCAAGACTATCACATTTTAACCCGGAAGCGAATCAGGTACAGATTTCGCAGATTCATTCAGCAATTCAGTCAATGTAAAGCCACT
213 VR A K I Q DY H 1l L TRIKWZ RI RYURFIR RRTFI QQF SQCZKAT
1301 GCCAGGAACCTAAAACTTAAGTATCTTATAAACCTGGAAACCCTGCAGTCTGCCTTCTACACAGAACAGTTTGAAGTAAAAGAATCTGCAAGAGGTCCTT
247 AR N L K L K Y L I NL ETULQSATFYTEIZGQFTEVIKTESA AR RTGF?P
EcoRI (1445)
1401 CAGGTGAGGAGATTTTTGCAACCATTATAATAACTGGAAACGGTGGAATTCAGTGGTCAAGAGGGAAACATAAGGAAAGTGAGACACTGACAGAACAGGA
280kS G E E I F A T 1 I 1 T GNGG I QWS SR G KWHIKTESETTULTTENQTD
XemI (1593)
1501 CGTACAGTTATATTGTGATTTCCCTGATATTATTGATGTCAGTATTAAGCAAGCAAACCAGGAATGCTCAAATGAAAGTAGAATTGTAACTGTCCATAAA
313 v Q L Y C D F P D1 I DVS I KQANI QETCSNESI R I VT VHK
Fspl (1695)
1601 CAAGATGGTAAAGTTTTGGAGATAGAACTTAGCTCATTAAAAGAAGCCTTGTCATTCGTGTCATTAATTGACGGGTATTACAGACTAACTGCGGATGCGC
347 Q D G K V L E I E L S S L KEAL SF VS LI DGY Y RLTADA
Pvull (1730)Xhol (1738)
1701 ACCATTACCTCTGCAAAGAGGTGGCTCCCCCAGCTGTGCTCGAGAACATACACAGCAACTGCCACGGCCCAATATCAATGGATTTTGCCATTAGCAAACT
380kH H Y L C K E VA P P A VL EN1T HS NI CHG®P I SMDTFAI S K L
BstEII (1810) Bsu36I (1846)
1801 AAAGAAGGCGGGTAACCAGACTGGACTATATGTGCTACGATGCAGCCCTAAGGACTTCAACAAATACTTTCTGACCTTTGCTGTTGAGCGAGAAAATGTC
413 K K A G N QT GL Y VLU RTCSU®PIKUDTFNIKYFLTTFAVTETRTENYV
1901 ATTGAATATAAACACTGTTTGATTACGAAGAATGAGAATGGAGAATACAACCTCAGCGGGACTAAGAGGAACTTCAGTAACCTTAAGGACCTTTTGAATT
4478 | E Y K H C L I T K NE NG E Y NL S GTIKI RNTFSNULIKIDTL LN
2001 GCTACCAGATGGAAACTGTGCGCTCAGACAGTATCATCTTCCAGTTTACCAAATGCTGCCCCCCAAAGCCAAAAGATAAATCAAACCTTCTCGTCTTCAG
48*C Y Q M E T VR S D S I | F Q F TKCCW®PU®PIKW®PIKWDI KSNLTILVFR
Bglll (2123)
2101 AACAAATGGTATTTCTGATGTTCAGATCTCACCAACATTACAGAGGCATAATAATGTGAATCAAATGGTGTTTCACAAAATCAGGAATGAAGATTTAATA
513 T N G I S DV Q1l SPTULI QRHNNVNAQMVEFHIKTI RNTEDTLI
Mscl (2214)
2201 TTTAATGAAAGTCTTGGCCAAGGTACTTTTACAAAAATTTTTAAAGGTGTAAGAAGAGAAGTTGGAGATTATGGTCAACTGCACAAAACGGAAGTTCTTT
547 F N E S L G Q G TF TIK I F KOGVU RIREVGDYG QL HIKTTE VL
BstBI (2344)
Bsp1191 (2344)
Asull (2344)
2301 TGAAAGTCCTAGATAAAGCACATAGGAACTATTCAGAGTCTTTCTTCGAAGCAGCAAGCATGATGAGTCAGCTTTCTCACAAGCATTTGGTTTTGAATTA
580kL K V L D K A HR NY S ESFFEAASMMSAQL SHIKHL VL NY
2401 TGGTGTCTGTGTCTGTGGAGAGGAGAACATTCTGGTTCAAGAATTTGTAAAATTTGGATCACTGGATACATACCTGAAGAAGAACAAAAATTCCATAAAT
613 G v C v C G E E N1 L VQEF V KF G S L DTYULIKI KNZEKNS S I N



PpulOl (2542)

Nsil (2542) Xbal (2550)
2501 ATATTATGGAAACTTGGAGTGGCTAAGCAGTTGGCATGGGCCATGCATTTTCTAGAAGAAAAATCCCTTATTCATGGGAATGTGTGTGCTAAAAATATCC
647 | L W K L G VA K QL A WAMWUHT FLEEIKS LI HGNWVTCAKNI
2601 TGCTTATCAGAGAAGAAGACAGGAGAACGGGGAACCCACCTTTCATCAAACTTAGTGATCCTGGCATTAGCATTACAGTTCTACCGAAGGACATTCTTCA
680FL L | R E E DR R TGNUPUPF I KL SDU®PGI S 1 T VL PIKIDI I L Q

Acc65I (2715) PpulOI (2727)
Ncol (2710) Nsil (2727) Dralll (2784) BgllI (2795)
2701 GGAGAGAATACCATGGGTACCTCCTGAATGCATTGAGAATCCTAAAAATCTCAATCTGGCAACAGACAAGTGGAGCTTCGGGACCACTCTGTGGGAGATC
713 E R I P WV PPET CI ENWPIKNLNLATIDIKWST FGTTLWE I
BsiBI (2863)

2801 TGCAGTGGAGGAGATAAGCCCCTGAGTGCTCTGGATTCTCAAAGAAAGCTGCAGTTCTATGAAGATAAGCATCAGCTTCCTGCACCCAAGTGGACAGAGT
747" C S G G D K P L SALUDSI QRI KLU QFYETUDIZKWHOQLPAUZPIKWTE
Stul (2944)

Ecol471 (2944)

2901 TAGCAAACCTTATAAATAATTGCATGGACTATGAGCCAGATTTCAGGCCTGCTTTCAGAGCTGTCATCCGTGATCTTAACAGCCTGTTTACTCCAGATTA
780kL A N L I N NCMDY EPDTF RPATFIRAVI RDLNSILTFTU®PTUDY

AvrIl (3048) SandI (3077)
3001 TGAACTACTAACAGAAAATGACATGCTACCAAACATGAGAATAGGTGCCCTAGGGTTTTCTGGTGCTTTTGAAGACAGGGACCCTACACAGTTTGAAGAG
813 E L L T E ND M L P NMR I GA L GF S GATFEDRIDZ®PTQTF E E
3101 AGACACTTGAAGTTTCTACAGCAGCTTGGCAAAGGTAACTTCGGGAGTGTGGAGATGTGCCGCTATGACCCGCTGCAGGACAACACTGGCGAGGTGGTCG
847k R H L K F L Q QL G K GNZFSGSVEMTC CRYDZ®PLAQDNTGTE VYV
BsiBI (3255)
3201 CTGTGAAGAAACTCCAGCACAGCACTGAAGAGCACCTCCGAGACTTTGAGAGGGAGATCGAGATCCTGAAATCCTTGCAGCATGACAACATCGTCAAGTA
880FA V K K L Q HS T E E H L R DT F ERE 1l E 1 L K SL QHUDNI VK'Y
Ndel (3359)
3301 CAAGGGAGTGTGCTACAGTGCGGGTCGGCGCAACCTAAGATTAATTATGGAATATTTACCATATGGAAGTTTACGAGACTATCTCCAAAAACATAAAGAA
913 K G vV C Y S A G R R NLURUL I M EY L PY GSLRDYULQKHIKE
3401 CGGATAGATCACAAAAAACTTCTTCAATACACATCTCAGATATGCAAGGGCATGGAATATCTTGGTACAAAAAGGTATATCCACAGGGACCTGGCAACAA
947 R 1 D H K K L L QY T SQ1Il CKGMEYULSGTI KR RY |l HRUDLAT
3501 GGAACATATTGGTGGAAAATGAGAACAGGGTTAAAATAGGAGACTTCGGATTAACCAAAGTCTTGCCGCAGGACAAAGAATACTACAAAGTAAAGGAGCC
980¥R N I L V E N E NR V K I G DF GL TIK VL P QDI KTE Y Y KV KE P
3601 AGGGGAAAGCCCCATATTCTGGTACGCACCTGAATCCTTGACGGAGAGCAAGTTTTCTGTGGCCTCAGATGTGTGGAGCTTTGGAGTGGTTCTATACGAA
1013 G E S P I F WY AP ESLTES S KT FSVASDVWSTFGV VL Y E
3701 CTTTTCACATACATCGAGAAGAGTAAAAGTCCACCCGTGGAATTTATGCGAATGATTGGCAATGATAAACAAGGGCAAATGATTGTGTTCCATTTGATAG
1047k L F T Y | E K S K S P P V EFMARMI GNDIKQGAQM I VF HL I
3801 AGCTACTGAAGAGCAACGGAAGATTGCCAAGGCCAGAAGGATGCCCAGATGAGATTTATGTGATCATGACAGAGTGCTGGAACAACAATGTGAGCCAGCG
1080FE L L K S NG R L P R P E G CUPDTE I Y VI MTET CWNNNWVSAQR
Mscl (3966)
Nhel (3960)

3901 TCCCTCCTTCAGGGACCTTTCGTTCGGGTGGATCAAATGCGGGACAGTATAGCTGCGTGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTG
1113 P S F R D L S F G W I K C G T V e

Hpal (4098)
4001 GACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGT

Mfel (4109) EcoRI (4194)
4101 TAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTC
-
4201 TAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAA
-
4301 TGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAA

Swal (4447)
4401 ATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCA

4501 GATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTA

4601 GCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAG
1414 ¢ N R T Y K L P I L E E I T T K VL KGNWME I L VF CDUPAY
Sacl (4708)
4701 TCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAA
084D S | L E R CM G CP SV VRI1I SRDVETUDTSYU®PHRVAV I TODTF
Stul (4872)
Ecol471 (4872)
4801 AGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGAT
754 D K Q G NS VASGI A Il AEACVTUVIZ RGI Y AETILI HVAS I I
4901 CTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCC
424 E G T K T R 1 A A GV HHIKNDTEYLMTI KETAVEVLETLTD
Xmnl (5014)
5001 TGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGT
84Q Q S I N F T K M == -
Sacl (5137)
5101 GGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGG




5201

5300

5400

5500

5600

5698

5798

5898

5998

6098

6198

6298

6398
6498

Spel (5235)
AGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAA
e

SnaBI (5363)
Ecol05I (5363)
ACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAA

Ndel (5468)
GGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGG

GCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGT

Pcil (5664)
Sdal (5646)Pacl (5654)  BspLUILI (5664)

CGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGA

-

ACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGAC

AGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCT

ApaLI (5978)
TCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTC

AGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAG

CAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAG

CCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCA

Pacl (6394)

GAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTA

Eagl (6414)
Swal (6403)  NotI (6413)
ATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATC
AAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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