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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
Nael (441)
401

BspHI (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCATCATGATGGCTCTGGGTAGAGCTTTCGCTATAGTTTTCTG
- iI*M M AL GRAFA I V F C
601 CTTAATTCAAGCTGTTTCTGGAGAAAGTGGAAATGCCCAGGATGGAGACCTAGAAGATGCAGACGCGGACGATCACTCCTTCTGGTGCCACAGCCAGTTG
13 L 1 Q AV S GE S GNAQDGDTULTETDATDADUDUHS ST FWTCHS QL
701 GAAGTGGATGGAAGTCAACATTTATTGACTTGTGCTTTTAATGACTCAGACATCAACACAGCTAATCTGGAATTTCAAATATGTGGGGCTCTTTTACGAG
47" E V D G S Q HL L T CATFNDSUD I NTANWLTETFIOQI CGATL LR
EcoRI (853) HindIII (889)
801 TGAAATGCCTAACTCTTAACAAGCTGCAAGATATATATTTTATAAAGACATCAGAATTCTTACTGATTGGTAGCAGCAATATATGTGTGAAGCTTGGACA
8oV K C L T L NK L QD1 Y F I KTSET FTULULTI GS S NI CVKTLGNAQ
901 AAAGAATTTAACTTGCAAAAATATGGCTATAAACACAATAGTTAAAGCCGAGGCTCCCTCTGACCTGAAAGTCGTTTATCGCAAAGAAGCAAATGATTTT
113 K N L T C K NM A I N T I V KAEAZPSDTULIKV VYR KTEANIDF
Sspl (1034)
1001 TTGGTGACATTTAATGCACCTCACTTGAAAAAGAAATATTTAAAAAAAGTAAAGCATGATGTGGCCTACCGCCCAGCAAGGGGTGAAAGCAACTGGACGC
147 L V T F N A P H L K K K Y L K K V K HDVAYIRUPARGESNWT
1101 ATGTATCTTTATTCCACACAAGAACAACAATCCCACAGAGAAAACTACGACCAAAAGCAATGTATGAAATCAAAGTCCGATCCATTCCCCATAACGATTA
180H V S L F H T R T T 1 P QR KL RPIKAMYE 1l KV RS I P HNDY
BstBI (1240) BamHI (1275)
1201 CTTCAAAGGCTTCTGGAGCGAGTGGAGTCCAAGTTCTACCTTCGAAACTCCAGAACCCAAGAATCAAGGAGGATGGGATCCTGTATTGCCAAGTGTCACC
213 F K G F WS EWSUPSSTTFETZ®PEUPI KN QGG GWDU®PVLZP S VT
1301 ATTCTGAGTTTGTTCTCTGTGTTTTTGTTGGTCATCTTAGCCCATGTGCTATGGAAAAAAAGGATTAAACCTGTCGTATGGCCTAGTCTCCCCGATCATA
247 | L S L F S V F L L VI L AHVLWZIKI K RI KPVVWZPSLPDH
BspHI (1485)
1401 AGAAAACTCTGGAACAACTATGTAAGAAGCCAAAAACGAGTCTGAATGTGAGTTTCAATCCCGAAAGTTTCCTGGACTGCCAGATTCATGAGGTGAAAGG
280K K T L E Q L C K K P K TS LNVSFNUWPTES ST FULUDT CAOQI HEVKG
XemI (1508) Xmnl (1522) BsrGI (1590)
1501 CGTTGAAGCCAGGGACGAGGTGGAAAGTTTTCTGCCCAATGATCTTCCTGCACAGCCAGAGGAGTTGGAGACACAGGGACACAGAGCCGCTGTACACAGT
313 V E A R D E V E S F L P NDULUPAQPTETETLTETIQGHTR RAAVHS
BsrBI (1605) PshAI (1617)
1601 GCAAACCGCTCGCCTGAGACTTCAGTCAGCCCACCAGAAACAGTTAGAAGAGAGTCACCCTTAAGATGCCTGGCTAGAAATCTGAGTACCTGCAATGCCC
347 AN R S P E TSV SPPETVZ RI RESU®PLU RT CLARNLSTTCNA
EcoO1091 (1717) Stul (1750)
1701 CTCCACTCCTTTCCTCTAGGTCCCCTGACTACAGAGATGGTGACAGAAATAGGCCTCCTGTGTATCAAGACTTGCTGCCAAACTCTGGAAACACAAATGT
380kP P L L S S R S P DY RDGD RN RPPVYQDULLUPNSIGNTNV
Scal (1884)
1801 CCCTGTCCCTGTCCCTCAACCATTGCCTTTCCAGTCGGGAATCCTGATACCAGTTTCTCAGAGACAGCCCATCTCCACTTCCTCAGTACTGAATCAAGAA
413 P VP VP QP L P F QS GI L I PVSQRQPI1 STSSVLNA QE
Mscl (1972)
Nhel (1966)
1901 GAAGCGTATGTCACCATGTCTAGTTTTTACCAAAACAAATGAATTATAAGAAAACCCTTCCATCGAGCTAGCTGGCCAGACATGATAAGATACATTGATG
447 E A Y V T M S S F Y Q N K e
2001 AGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAA

Hpal (2104) Mfel (2115)
2101 ACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATG

EcoRI (2200)
2201 GAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGT
> -

2301 TGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATG

Sspl (2439) Swal (2453)
2401 TTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAG

Eco01091 (2514)
2501 AATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAG




2601 CTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGA
—4494 ¢ N R T Y K L P I L E E I T T K V L K GNWMTE I L V F CDP
Sacl (2714) BstXI (2743)
2701 GCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGG
1104A Y D S | L E R CM G C P SV VZ RI SRDVEUDSYU®PHTR RVAUV I T
Stul (2878)
2801 TGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGA

774 D F D K Q G NS VA S G I Al A EACVTVZRGI YAE I HVAS
2901 GATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCC
444 | | E G T K T R I AA GV HHIKNDTEYLMTI KETAVE VL E

BspHI (3028)
BbsI (3024)

Xmnl (3020) Asel  (3086)
3001 AGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAA
104L D Q Q S I N F T K M = -

Sacl (3143)
3101 CAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATG

Spel (3241)
3201 GGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTG
e

SnaBI (3369)
3300 AGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTC

Ndel (3474)
3400 CCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCC

3500 AAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGC

Pstl  (3653)
Sdal (3652)Pacl (3660)  BspLUI11l (3670)
3600 GGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGG
-

3698 CCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAA

3798 CCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTT

ApaLI (3984)
3898 CTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCC

3998 CCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAG

4098 GATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTG

4198 CTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTA

4298 CGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGC

Eagl (4420)
Pacl (4400) Swal (4409)  NotI (4419)
4398 TAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTC

4498 TCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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