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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

Sphl (560)
KasI (535) Agel (552)

501 CTGAGATCACCGGTCAGCATGCTGACCGTCGGCTGCACGCTGTTGGTCGCCCTGCT

»- 1M L T VG C T L L VA L L

SacIl (608) BssHII (638)

601 GGCCGCGCCCGCGGTCGCGCTGGTCCTCGGGAGCTGCCGCGCGCTGGAGGTGGCAAATGGCACAGTGACAAGCCTGCCAGGGGCCACCGTTACCCTGATT
13 AAPAVALVLGS CRALEVANGTWVTSLPGATWVTHL.I

Xmal (703)
701 TGCCCCGGGAAGGAAGCAGCAGGCAATGTTACCATTCACTGGGTGTACTCTGGCTCACAAAACAGAGAATGGACTACCACAGGAAACACACTGGTTCTGA
47 C P G K EAAGNVT I HWVY SGSQNREWTTTSGNTL VL

SexAI (851)
801 GGGACGTGCAGCTCAGCGACACTGGGGACTATTTATGCTCCCTGAATGATCACCTGGTGGGGACTGTGCCCTTGCTGGTGGATGTTCCCCCAGAGGAGCC
80R D V QL S DTGDY LT CSULNDUHLVYVGTUVZ®PLILVDVZPUPTETEFP
BspEI (914)
901 CAAGCTCTCCTGCTTCCGGAAGAACCCCCTTGTCAACGCCATCTGTGAGTGGCGTCCGAGCAGCACCCCCTCTCCAACCACGAAGGCTGTGCTGTTTGCA
113 K L S C F R K NP L V NA 1 CEWHRU®PSSTPS?PTTIKA AVLFA
1001 AAGAAAATCAACACCACCAACGGGAAGAGTGACTTCCAGGTGCCCTGCCAGTATTCTCAGCAGCTGAAAAGCTTCTCCTGCCAGGTGGAGATCCTGGAGG
147k K K I N T T N G K S DF QV?PCOQY SQQLKSFSTCOQVE'I L E
BstZ171 (1108)
Bst11071 (1108)
1101 GTGACAAAGTATACCACATAGTGTCACTGTGCGTTGCAAACAGTGTGGGAAGCAAGTCCAGCCACAACGAAGCGTTTCACAGCTTAAAAATGGTGCAGCC
180G D K VY H I V S L C VA NSV G S K S SHNEATFHSILIKMMYVAQTP
Sandl (1283)
BamHI (1200) EcoO1091 (1283)
1201 GGATCCACCTGCCAACCTTGTGGTATCAGCCATACCTGGAAGGCCGCGCTGGCTCAAAGTCAGCTGGCAGCACCCTGAGACCTGGGACCCGAGTTACTAC
213 D P P ANL V VS A I P GRPIRWILIKV SWAQHU®PETWHDUZPS Y Y
PstI (1303)
1301 TTGCTGCAGTTCCAGCTTCGATACCGACCTGTATGGTCAAAGGAGTTCACGGTGTTGCTGCTCCCGGTGGCCCAGTACCAATGCGTCATCCATGATGCCT
247 L L Q F Q L R YR P VWS KETFTVLLLUPVAQYQCV I HDA
BbrPI (1414) Mscl (1452)

1401 TGCGAGGAGTGAAGCACGTGGTCCAGGTCCGTGGGAAGGAGGAGCTTGACCTTGGCCAGTGGAGT GAATGGTCCCCAGAGGTCACGGGCACTCCTTGGAT
280kL R G V K HV V Q VU R GIKETELDLGAQWSEWSUZPEVTGTPW.I
1501 AGCAGAGCCCAGGACCACCCCGGCAGGAATCCTCTGGAACCCCACACAGGTCTCTGTTGAAGACTCTGCCAACCACGAGGATCAGTACGAAAGTTCTACA
313 A E P R T TPAGI LWNZPTWOQVSVEUDSA ANUHTEITDI QYT ESST
1601 GAAGCAACGAGTGTCCTCGCCCCAGTGCAAGAATCCTCGTCCATGTCCCTGCCCACATTCCTGGTAGCTGGAGGAAGCTTGGCGTTTGGGTTGCTTCTCT
347 E AT S VLAPVAQESSSMSLZPTTFLVAGGS STILATFSGTLTLL

Bsp1201 (1794)
1701 GTGTCTTCATCATCCTGAGACTCAAGCAGAAATGGAAGTCAGAGGCTGAGAAGGAAAGCAAGACGACCTCTCCTCCACCCCCACCGTATTCCTTGGGCCC
38kC V F I | L R L K Q KWK S EAEIKESKTTS®PPPU®PPY S L G P
1801 ACTGAAGCCGACCTTCCTTCTGGTTCCTCTCCTCACCCCACACAGCTCTGGGTCTGACAATACCGTAAACCACAGCTGCCTGGGTGTCAGGGACGCACAG
413 L K P T F L L VP LULTW®PMHSSGSIDNTVNHSTCLGVRDANAQ

Mscl (1976)
BsaBI (1940) Acc651 (1955) Nhel (1970)

1901 AGCCCTTATGACAACAGCAACAGAGACTACTTATTCCCCAGATAATCATCTGGATGGTACCTGGCAGCTGGCTAGCTGGCCAGACATGATAAGATACATT
447 S P Y D N S N R DY L F P R e
2001 GATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCA

Hpal (2108) Mrfel (2119)
2101 ATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGG

EcoRI (2204)
2201 TATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGG
— -

2301 CTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTT

Sspl  (2443) Swal (2457)
2401 TATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAG




EcoO1091 (2518)
2501 GCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAG

2601 CGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTC
—— 3414 ¢ N R T Y K L P I L E E I T T K V L K GNWME Il L V F CD
Sacl (2718)
2701 AGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACA
1124 P A Y D S 1 L E R CMGC®P SV VRl SRDVETDSYUPHTR RVAYV
Stul (2882)
2801 ATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAG

7841 T D F D K Q G NS VASGI A1l AEACVTVRGI YAETI HVA
2901 CAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAG
454 s | | E G T K T R I A AGV HHIKNDTEYLMTI KETAVE VL

BspHI (3032) Asel  (3090)

3001 CTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTC
124 E L D Q QS I NF T K M-

Sacl (3147)
3101 AAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTC
—d

Spel (3245)
3201 AATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCC
-

SnaBI (3373)
3300 CGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAA

Ndel (3478)
3400 AGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTAC

3500 TGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAAT

Pstl (3657) Pcil (3674)

Sdal (3656)Pacl (3664) BspLU11I (3674)
3600 GGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAA
e

3698 AAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGC

3798 GAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGC

ApaLI (3988)
3898 CTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAA

3998 CCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTA

4098 ACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGC

4198 TCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAG

4298 ATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCA

Eagl (4424)
Pacl (4404) Swal (4413) NotI (4423)
4398 TGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATAC

4498 GCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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