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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
401
BStEII (555)
KasI (535) Agel (552) Neol (560)
501 CTGAGATCACCGGTCACCATGGTGCCTGTGTTACTAATTCTTGTGGGAGCTTTGGC
= 1*M V P VL L I L V GA L A
601 AACACTGCAAGCTGACTTACTTAATCACAAAAAGTTTTTACTTCTACCACCTGTCAATTTTACCATTAAAGCCACTGGATTAGCTCAAGTTCTTTTACAC
13 T L QA DLLNUHIKT KT FTULLTLPPVNTFTIKATSGLAROQVTLTLH
SandI (701)
Eco01091 (701) Xbal (738) BbrPI (748) BbslI (772)
701 TGGGACCCAAATCCTGACCAAGAGCAAAGGCATGTTGATCTAGAGTATCACGTGAAAATAAATGCCCCACAAGAAGACGAATATGATACCAGAAAGACTG
47 W D P NP D QE QR HVDULTETYHVI KT I NAPI QETUDTETYUDTRIKT
BspHI (822) Nhel (838) Mscl (878)
801 AAAGCAAATGTGTGACCCCCCTTCATGAAGGCTTTGCAGCTAGCGTGAGGACCATTCTGAAGAGCAGCCATACAACTCTGGCCAGCAGTTGGGTTTCTGC
80"E S K C VT P L HEGFAASVURTILIKSSHTTLASSWVS A

901 TGAACTCAAAGCTCCACCAGGATCTCCTGGAACCTCGGTTACGAATTTAACTTGTACCACACACACTGTTGTAAGTAGCCACACCCACTTAAGGCCATAC
113 E L K AP P GSPGTSVTNILTZ CTTHTVV S S HTHTLIR RUPY
Bsu361 (1042)

1001 CAAGTGTCCCTTCGTTGCACCTGGCTTGTTGGGAAGGATGCCCCTGAGGACACACAGTATTTCCTATACTACAGGTTTGGTGTTTTGACTGAAAAATGCC
147 Q V. S L R C T WL V GKDAPTEDTI QYT F LYY RTFGVLTTEKSC

Asel (1195)
Sphl (1135) ApaLl (1189)
1101 AAGAATACAGCAGAGATGCACTGAACAGAAATACTGCATGCTGGTTTCCCAGGACATTTATCAACAGCAAAGGGTTTGAGCAGCTTGCTGTGCACATTAA
180 Q E Y S R DAL NR NTACWT FU®PRTT FI NSKIGTFEI QLAVHII N
1201 TGGCTCAAGCAAGCGTGCTGCAATCAAGCCCTTTGATCAGCTGTTCAGTCCACTTGCCATTGACCAAGTGAATCCTCCAAGGAATGTCACAGTGGAAATT
213 G S S K R A A Il K P F DQLF SPLAI DQVNZPU®PRNWVTVE I
1301 GAAAGCAATTCTCTCTATATACAGTGGGAGAAACCACTTTCTGCCTTTCCAGATCATTGCTTTAACTATGAGCTGAAAATTTACAACACAAAAAATGGTC
247 E S N S L Y I QW E K P L SAFPDUHTECTFNYTETLIKTILT Y NTIK KNG
1401 ACATTCAGAAGGAAAAACTGATCGCCAATAAGTTCATCTCAAAAATTGATGATGTTTCTACATATTCCATTCAAGTGAGAGCAGCTGTGAGCTCACCTTG
280kH | Q K E K L I A NK F I S K I DDVSTYSI QVU RAAVS S P C
BstXI (1507)

1501 CAGAATGCCAGGAAGGTGGGGCGAGTGGAGTCAACCTATTTATGTGGGAAAGGAAAGGAAGTCCTTGGTAGAATGGCATCTCATTGTGCTCCCAACAGCC
313 R M P GR WGEWSQP1 YV G KE RIKSLVEWHTLI VLZPTA

Pstl (1632) Agel (1668) BglII (1698)
1601 GCCTGCTTCGTCTTGTTAATCTTCTCACTCATCTGCAGAGTGTGTCATCTATGGACCAGGTTGTTTCCACCGGTTCCGGCCCCAAAGAGTAACATCAAAG
347w A C F V L L I F S L I CRVCHLWTI RLTFU®PZPVPAUPIKSNI K

BstBI (1731) BsrGI (1755)

1701 ATCTCCCTGTGGTTACTGAATATGAGAAACCTTCGAATGAAACCAAAATTGAAGTTGTACATTGTGTGGAAGAGGTTGGATTTGAAGTCATGGGAAATTC
38D L P V V T E Y E K P S NE TIK I EVVHTC CVETEVGFEVMGN S
AvrIl (1837) Mscl (1849)

1801 CACGTTTTGATGGCATTTTGCCATTCTGAAATGAACTCCTAGGACTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGA

4138 T F o

Hpal (1981) Mfel (1992)
1901 ATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCA

EcoRI (2077)
2001 TTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCA
[ -

2101 AAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTG

2201 CAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCAC

SspI  (2316) Swal (2330) Eco0O1091 (2391)
2301 ATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTC

2401 ATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGT

1414 ¢ N R T Y

2501 ACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCT

1364 K L P I L E E I T T K V L K G NME I L VFCDZ®PAYDS 11 L ER
BstXI (2620)

2601 GCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTG

134 C M G C P S V.V RI1I S RDVEUDSYU®PHIRVAUV I TDFUDJIKQGN




Stul (2755)
2701 CTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCC
694 VvV A S G I A I A EA CV TVRGI YAEI HVASI 1 I EGTKTHR
Xmnl (2897)
2801 TGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAA

364 | A A GV HHIKNDTETYTLMTI KETAVEUVTLTETLTUDA QQST I NTF
BspHI (2905)
BbsI (2901) Asel (2963)
2901 GGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T
3 T K M- -

3001 TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTT

Spel (3118)
3101 GGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCA
-

SnaBI (3246)
3200 TTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCAT

Ndel (3351)
3300 AATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATA

3400 CTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCA

Pstl (3530)
Sdal (3529)Pacl (3537)  BspLUI1l (3547)
3500 GGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCG
-

3598 TTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACC

3698 AGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCT

ApalLl (3861)
3798 TTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCC

3898 TTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAG

3998 GCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAA

4098 AAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAA

Pacl (4277) Swal (4286)  NotI (4296)
4198 GAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AG

Eagl (4297)
4298 CGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAA
4398 AACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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