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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCATCATGAACCGGCTCCGGGTTGCACGCCTCACGCCGTTGGA

GCTTCTGCTGTCGCTGATGTCGCTGCTGCTCGGGACGCGGCCCCACGGCAGTCCAGGCCCACTGCAGTGCTACAGCGTCGGTCCCCTGGGAATCCTGAAC

TGCTCCTGGGAACCTTTGGGCGACCTGGAGACTCCACCTGTGCTGTATCACCAGAGTCAGAAATACCATCCCAATAGAGTCTGGGAGGTGAAGGTGCCTT

CCAAACAGAGTTGGGTGACCATTCCCCGGGAACAGTTCACCATGGCTGACAAACTCCTCATCTGGGGGACACAAAAGGGACGGCCTCTGTGGTCCTCTGT

CTCTGTGAACCTGGAGACCCAAATGAAGCCAGACACACCTCAGATCTTCTCTCAAGTGGATATTTCTGAGGAAGCAACCCTGGAGGCCACTGTGCAGTGG

GCGCCGCCCGTGTGGCCACCGCAGAAAGCTCTCACCTGTCAGTTCCGGTACAAGGAATGCCAGGCTGAAGCATGGACCCGGCTGGAGCCCCAGCTGAAGA

CAGATGGGCTGACTCCTGTTGAGATGCAGAACCTGGAACCTGGCACCTGCTACCAGGTGTCTGGCCGCTGCCAGGTGGAGAACGGATATCCATGGGGCGA

GTGGAGTTCGCCCCTGTCCTTCCAGACGCCATTCTTAGATCCTGAAGATGTGTGGGTATCGGGGACCGTCTGTGAAACTTCTGGCAAACGGGCAGCCCTG

CTTGTCTGGAAGGACCCAAGACCTTGTGTGCAGGTGACTTACACAGTCTGGTTTGGGGCTGGAGATATTACTACAACTCAAGAAGAGGTCCCGTGCTGCA

AGTCCCCTGTCCCTGCATGGATGGAGTGGGCTGTGGTCTCTCCTGGCAACAGCACCAGCTGGGTGCCTCCCACCAACCTGTCTCTGGTGTGCTTGGCTCC

AGAATCTGCCCCCTGTGACGTGGGAGTGAGCAGTGCTGATGGGAGCCCAGGGATAAAGGTGACCTGGAAACAAGGGACCAGGAAACCATTGGAGTATGTG

GTGGACTGGGCTCAAGATGGTGACAGCCTGGACAAGCTCAACTGGACCCGTCTCCCCCCTGGAAACCTCAGCACATTGTTACCAGGGGAGTTCAAAGGAG

GGGTCCCCTATCGAATTACAGTGACTGCAGTATACTCTGGAGGATTAGCTGCTGCACCCTCAGTTTGGGGATTCAGAGAGGAGTTAGTACCCCTTGCTGG

GCCAGCAGTTTGGCGACTTCCAGATGACCCCCCAGGGACACCTGTTGTAGCCTGGGGAGAAGTACCAAGACACCAGCTCAGAGGCCAGGCTACTCACTAC

ACCTTCTGCATACAGAGCAGAGGCCTCTCCACTGTCTGCAGGAACGTGAGCAGTCAAACCCAGACTGCCACTCTGCCCAACCTTCACTCGGGTTCCTTCA

AGCTGTGGGTGACGGTGTCCACCGTTGCAGGACAGGGCCCACCTGGTCCCGACCTTTCACTTCACCTACCAGATAATAGGATCAGGTGGAAAGCTCTGCC

CTGGTTTCTGTCCCTGTGGGGTTTGCTTCTGATGGGCTGTGGCCTGAGCCTGGCCAGTACCAGGTGCCTACAGGCCAGGTGCTTACACTGGCGACACAAG

TTGCTTCCCCAGTGGATCTGGGAGAGGGTTCCTGATCCTGCCAACAGCAATTCTGGGCAACCTTACATCAAGGAGGTGAGCCTGCCCCAACCGCCCAAGG

ACGGACCCATCCTGGAGGTGGAGGAAGTGGAGCTACAGCCTGTTGTGGAGTCCCCTAAAGCCTCTGCCCCGATTTACTCTGGGTATGAGAAACACTTCCT

GCCCACACCAGAGGAGCTGGGCCTTCTAGTCTGATCTGCTTACGGCTAGGGGCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAAC

CACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAAC

AACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATA
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CAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCAT

TAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACT

GACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTC

AAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAG

TTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGA

TGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTT

CTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCA

GTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAG

AGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGC

GTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTT

ACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTAT

CCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGT

ACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTA

CCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGC

GGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAA

GGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAA

AGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCG

TGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCG

CTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGG

TATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCT

TCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGG

ATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTT

AAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAAC
GAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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