Pvul (7)

Eagl (3523) Mfel (82)

NotlI (3522) Psp1406I (203)
Swal (3512) Pvull (239)
Pacl (3503) HindIII (245)

/Bsu361 (291)
/NgoMIV (441)
Agel (552)
hEF1-HTLV prom
ApalLl (3087)

mlIL17F BbrPI (767)

BspLUI11I (2773)
Pacl (2763)

Pstl (2756)

Sdal (2755)

pUNOL-mILI7F Bl (395)
p

hCMYV enh

Ndel (2577) SV40 p(A) Mscl (1075)

SnaBI (2472)

hCMYV prom
EM7 (h) Bglobin p(A)

Spel (2344) BsrS2

BbsI (2127)
Xmnl (2123) Swal (1556)
100 Stul (1981) Eco01091I (1617)
— BstXI (1846)

Sacl (1817)

C?) InvivoGen

18K07v40



Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

ApaLlI (567)
Agel (552) BspHI (560) Neol (584)

501 CTGAGATCACCGGTCATCATGAAGTGCACCCGTGAAACAGCCATGGTCAAGTCTTT
= 1*M K C T R ETAMV K S L
601 GCTACTGTTGATGTTGGGACTTGCCATTCTGAGGGAGGTAGCAGCTCGGAAGAACCCCAAAGCAGGGGTTCCTGCCTTGCAGAAGGCTGGGAACTGTCCT

13 L L LM LG LA I LREVAARTIKTNTPIEKAGVT PATLG QEKAGNTECP

EcoRI (772)
BstBI (731) BbrPI (767) BsrBI (783) Neol (796)

701 CCCCTGGAGGATAACACTGTGAGAGTTGACATTCGAATCTTCAACCAAAACCAGGGCATTTCTGTCCCACGTGAATTCCAGAACCGCTCCAGTTCCCCAT

47* P L EDN TV RV D I R I FNQNQG I SV PRETFQNT RTSTSS P

Xhol (815) Agel (827) BbsI (895)

801 GGGATTACAACATCACTCGAGACCCCCACCGGTTCCCCTCAGAGATCGCTGAGGCCCAGTGCAGACACTCAGGCTGCATCAATGCCCAGGGTCAGGAAGA

8¥W D Y N | T RD PH R F P S E I A EAQCU RHTSGT C I NAQGA QETD
901 CAGCACCATGAACTCCGTCGCCATTCAGCAAGAAATCCTGGTCCTTCGGAGGGAGCCCCAGGGCTGTTCTAATTCCTTCAGGTTGGAGAAGATGCTCCTA
13 S T M N SV A I Q Q E |I'LV LRRETZPQGT CSNGSTFRTLTETIKHMTLL

Msel (1075)
Nhel (1069)

1001 AAAGTTGGCTGCACCTGTGTCAAACCCATTGTCCACCAAGCGGCCTGACAACGCTGCATACAAAAATCAGCTAGCTGGCCAGACATGATAAGATACATTG
1478 K V G C T C V K P I V H Q A A o
1101 ATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAA

Hpal (1207)  Mfel (1218)
1201 TAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGT

EcoRI (1303)
1301 ATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGC
— -

Sapl (1485)
1401 TGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTT

Sspl (1542) Swal (1556)
1501 ATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGG

Eco01091 (1617)
1601 CAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGC

1701 GAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCA
——34494 ¢ N R T Y K L P | L E E I T T KV LKGNMTE I LV FCD
SaclI (1817) BstXI (1846)
1801 GGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAA
1114P A Y D S | L E R CM G C P SV VR I SRDVEDSY PHR RV AV I
Stul (1981)
1901 TGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGC
784 T D FDKQGNSVASG I A I A EACVTVIRG I YATE I HVA
2001 AGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGC
454 S | | E G T K T R I ANAGV HHIKNDEY LMT I K ETA AV EV L
Bbsl (2127)
Xmnl (2123) Asel (2189)
2101 TCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCA
1714E L D Q Q S I N F T K M =

Sacl (2246)
2201 AAACAGCGTGGATGGCGTCTCCAGCITATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCA
-
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Spel (2344)
ATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCG
-

SnaBI (2472)
TGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAG

Ndel (2577)
TCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTG

CCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGG

Pacl (2763)
PstI (2756)
Sdal (2755) BspLUI11I (2773)
GCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGG
-

CCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAA

CCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTT

ApaLlI (3087)
CTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCC

CCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAG

GATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTG

CTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTA

CGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGC

Eagl (3523)
Pacl (3503) Swal (3512) NotI (3522)
TAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTC

TCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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