Agel (552)

hEF1-HTLV prom BspLU111 (560)

pMB1 ori

BspLU111 (2898)

pUNO1-mIL17D
(3812 bp)

hCMV enh

SV40 pAn

hRGlo pAn

100

“ L]
@ InvivoGen

20F18v45



1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
BspLU11l (560)
Agel (552)
501 CTGAGATCACCGGTCAACATGTTGGGGACACTGGTCTGGATGCTCGCGGTCGGCTT
> 1I*M L G T LVWMTLAVGF

601 CCTGCTGGCACTGGCGCCGGGCCGCGCGGCGGGCGCGCTGAGGACCGGGAGGCGCCCGGCGCGGCCGCGGGACTGCGCGGACCGGCCGGAGGAGCTCCTG
13 L L ALAPGI RAAGATLU RTS G R RPAIRU PR RDT CADI RU PTETETLL
701 GAGCAGCTGTACGGGCGGCTGGCGGCCGGCGTGCTCAGCGCCTTCCACCACACGCTGCAGCTCGGGCCGCGCGAGCAGGCGCGCAATGCCAGCTGCCCGG
47 E Q L Y G R L AAGV L SATFHHTILQLGUPI REG QARNAISTCP
801 CCGGGGGCAGGGCCGCCGACCGCCGCTTCCGGCCACCCACCAACCTGCGCAGCGTGTCGCCCTGGGCGTACAGGATTTCCTACGACCCTGCTCGCTTTCC
89*A G G R A ADRI R FR®PZPTNILW RSV SPWAYI R Il SYDUPARTEFETP
901 GAGGTACCTGCCCGAAGCCTACTGCCTGTGCCGAGGCTGCCTGACCGGGCTCTACGGGGAGGAGGACTTCCGCTTTCGCAGCACACCCGTCTTCTCTCCA
113 R Y L P EA Y C L CRG C L TG LY G EEDFI R FRSTUPV F S P
1001 GCCGTGGTGCTGCGGCGCACAGCGGCCTGCGCGGGCGGCCGCTCTGTGTACGCCGAACACTACATCACCATCCCGGTGGGCTGCACCTGCGTGCCCGAGC
147 AV V L R R T AACAGGU RSV YATEHY I T I PV GCTT CV P E
Nhel (1194)
1101 CGGACAAGTCCGCGGACAGTGCGAACTCCAGCATGGACAAGCTGCTGCTGGGGCCCGCCGACAGGCCTGCGGGGCGCTGATGCCGGGGACTGCCGCTAGC
180 P D K S A D S A NS SMDIK L LULGU PADI RUPATGR e
1201 TGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTT

1301 TATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAG

1401 CAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGA
- -

1501 TGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAG

1601 GTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCA

1701 ATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTT

1801 AATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATT
414 ¢« N R T Y K L P I L E E I T T K V L K G N
1901 CATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCA
1204 M E | LV FCDPAYDS I LERCMGT CU®PSVV R I SRDVETD
2001 GAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGC
84S Y P H RV AV I T D FDI KOQGNZSVASG I A I AEACVTVRG
2101 CAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGAT
534 | Y A E I HV A S I I EGTIKTI R I AAGVHUHIKNIDEYLMT I
2201 CTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGAT
204 K E T AV EV L E LD QQS I N FTK M-
2301 ATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGT
-
2401 ACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAA
-
2501 TGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATAC

2601 GTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTT

2701 GGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAA

BspLU11l (2898)
2801 CATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAAC
-

2901 ATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATC

3001 GACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCC

3101 GCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCC




3201

3301

3401

3501

3601

3701
3801

AAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGC

CACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAG

AACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGT

TTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACT

CACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTG

TGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACAT
TTCTCTATCGAA
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