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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Necol (560)
BstEII (555)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCACCATGGCTTTTGTGCATATCAGATGCTTGTGTTTCATTCT
- 1M A F V H I R C L CF I L
BamHI (666)
Bsu36I (646) Sspl (660)
601 TCTTTGTACAATAACTGGCTATTCTTTGGAGATAAAAGTTAATCCTCCTCAGGATTTTGAAATATTGGATCCTGGATTACTTGGTTATCTCTATTTGCAA
13 L ¢C T I T GY S L E I K VNPUPAQDTFEIl L DUPGLLGY LY L Q

Pvull (780)
701 TGGAAACCTCCTGTGGTTATAGAAAAATTTAAGGGCTGTACACTAGAATATGAGTTAAAATACCGAAATGTTGATAGCGACAGCTGGAAGACTATAATTA
47 W K P P V V I E K F K G C T L EY E L KY RNVDSD S WK T 1 1
BsiWI  (859)
SnaBI (857)
801 CTAGGAATCTAATTTACAAGGATGGGTTTGATCTTAATAAAGGCATTGAAGGAAAGATACGTACGCATTTGTCAGAGCATTGTACAAATGGATCAGAAGT
80T R N L I Y KD GF DL NJIKGI EGI K 1T R THTLSTEUHT CTNGSE V
Ncol (907)  HindIII (917) EcoRV  (930)
901 ACAAAGTCCATGGATAGAAGCTTCTTATGGGATATCAGATGAAGGAAGTTTGGAAACTAAAATTCAGGACATGAAGTGTATATATTATAACTGGCAGTAT
113 Q S P W I E A S Y G I S DEGSLETI KI QDMIKTCI Y Y NWAOQY
1001 TTGGTCTGCTCTTGGAAACCTGGCAAGACAGTATATTCTGATACCAACTATACCATGTTTTTCTGGTATGAGGGCTTGGATCATGCCTTACAGTGTGCTG
147 L V C S W K P G K T VY SDTNYTMTEFEFTFWYEGLIDUHATLN QT CA
1101 ATTACCTCCAGCATGATGAAAAAAATGTTGGATGCAAACTGTCCAACTTGGACTCATCAGACTATAAAGATTTTTTTATCTGTGTTAATGGATCTTCAAA
180D Y L Q H D E K NV G C KL SNULWDSSDYKDTFTF 1 CVNGS S K
Xmnl (1267)
1201 GTTGGAACCCATCAGATCCAGCTATACAGTTTTTCAACTTCAAAATATAGTTAAACCATTGCCACCAGAATTCCTTCATATTAGTGTGGAGAATTCCATT
213 L E P I R S S Y TV F QL QN1 VKUPULUPUZPETFULHI SV E NS/
Eco01091 (1329)

1301 GATATTAGAATGAAATGGAGCACACCTGGAGGACCCATTCCACCAAGGTGTTACACTTATGAAATTGTGATCCGAGAAGACGATATTTCCTGGGAGTCTG
247 D | R M K W S TP G G P I PPRCYTYETI VI RETDTDI SWE S
1401 CCACAGACAAAAACGATATGAAGTTGAAGAGGAGAGCAAATGAAAGTGAAGACCTATGCTTTTTTGTAAGATGTAAGGTCAATATATATTGTGCAGATGA
280hFA T D K N DM K L K R R A NZESEUDTLTGCTFTFVRCIKVNIYTCATDTD
1501 TGGAATTTGGAGCGAATGGAGTGAAGAGGAATGTTGGGAAGGTTACACAGGGCCAGACTCAAAGATTATTTTCATAGTACCAGTTTGTCTTTTCTTTATA
313 G | W S E W S E E E CWEGY T GPDSKTI I F I VPV CLF F I
1601 TTCCTTTTGTTACTTCTTTGCCTTATTGTGGAGAAGGAAGAACCTGAACCCACATTGAGCCTCCATGTGGATCTGAACAAAGAAGTGTGTGCTTATGAAG
347 F L L L L L CL I VE KETEU PEZ PTLSLUHVDLNIKTEVTC CATYE

Nhel (1740)
BstXI (1737) Mscl  (1746)
1701 ATACCCTCTGTTAAACCACCAATTTCTTGACATAGAGCCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATG
380D T L C e

Hpal (1878) Mfel (1889)
1801 CAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTC

1901 ATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAA
[ -

2001 CTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAG

2101 CCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATT

Sspl (2213) Swal (2227) EcoO1091 (2288)
2201 CCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATA

2301 ATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACT

14194 ¢ N R T Y K

Sacl (2488)
2401 TGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCA
1354 L P | L E E I T T K V L K GNWME 1l L VF CDUZPAYDS S I L E R C
BstXI (2517)

2501 CATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTC
1024 M G C P S V.V R I S R DV EDSYPHRVAV I TDFUDZIKIQGNS




Stul (2652)
2601 ACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGA
684V A S G I A I A EA CV T VU RGI YAE I HVASI I EGTIKTRI
Xmnl (2794)
2701 TGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGT

34 A A G V HHKNDTEYLMT I KETAVEVLETLDA QQS I NTFT
BspHI (2802) Asel (2860)
2801 CTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCT TA
24 K M - -

Sacl (2917)
2900 TCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGG

Spel (3015)
3000 AAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATT
-

SnaBI (3143)
3099 GATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAA

Ndel (3248)
3199 TGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACT

3299 CCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGG

Pstl (3427)
Sdal (3426)Pacl (3434)  BspLUI1I (3444)

3399 CGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTT

-

3497 GCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAG

3597 GCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTT

ApaLI (3758)
3697 CTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTT

3797 ATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGC

3897 GGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAA

3997 GAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGA

Eagl (4194)
Pacl (4174) Swal (4183)  NotI (4193)
4097 AGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCG

4197 GCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAA
4297 CAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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