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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTAGGAGGGCCACCATGGACATGATGGGGCTGCCAGGGACCAGC

AAACACATCACCTTCCTCCTGCTTTGCCAGCTAGGCGCCTCAGGCCCAGGTGATGGCTGCTGCGTTGAGAAGACATCGTTCCCAGAGGGAGCCTCAGGCT

CACCCTTAGGACCCAGGAACTTGAGTTGCTACAGGGTTTCCAAGACAGACTATGAGTGCTCCTGGCAGTATGATGGCCCTGAGGACAATGTTTCTCACGT

CCTGTGGTGCTGCTTTGTCCCTCCGAACCATACCCACACCGGCCAGGAGCGCTGCCGCTACTTCTCCTCAGGCCCAGACCGCACTGTGCAGTTCTGGGAA

CAGGACGGTATCCCTGTGCTGTCCAAGGTCAACTTCTGGGTGGAGTCTCGGCTTGGGAACCGAACCATGAAGTCCCAGAAGATATCCCAGTACCTGTACA

ACTGGACCAAGACGACCCCTCCCCTGGGACACATCAAGGTGTCACAATCACACCGGCAGTTGCGAATGGACTGGAATGTGTCTGAAGAGGCCGGTGCTGA

GGTACAGTTCAGGCGCCGTATGCCCACAACGAATTGGACCTTGGGTGACTGCGGACCTCAGGTTAACTCTGGCTCAGGTGTGCTTGGTGACATTCGTGGG

AGCATGTCTGAGTCCTGCCTCTGCCCTTCTGAGAACATGGCCCAAGAGATCCAGATACGGAGGAGGAGGCGGCTCTCCTCAGGAGCCCCTGGAGGTCCCT

GGAGTGATTGGAGCATGCCTGTGTGTGTTCCACCTGAAGTCCTTCCCCAGGCCAAGATTAAGTTCTTGGTGGAGCCCCTGAACCAAGGTGGAAGGAGGCG

TCTAACCATGCAAGGACAGTCACCACAGCTGGCAGTCCCGGAAGGCTGCCGAGGCAGGCCTGGTGCGCAGGTGAAGAAGCACTTGGTGCTGGTGCGCATG

CTGTCCTGCAGGTGCCAGGCTCAGACCTCGAAGACCGTGCCCCTGGGCAAGAAGCTGAACCTCTCCGGGGCCACCTATGACCTGAATGTGCTCGCCAAAA

CTCGTTTCGGTCGCAGCACCATCCAGAAGTGGCACCTTCCTGCCCAAGAGCTCACAGAGACAAGAGCCCTGAATGTCAGCGTGGGAGGCAACATGACATC

CATGCAGTGGGCAGCCCAGGCTCCCGGCACCACCTACTGCCTTGAGTGGCAGCCATGGTTCCAGCACAGGAACCACACACACTGTACCCTGATTGTACCA

GAAGAAGAGGATCCTGCCAAGATGGTGACACACAGCTGGAGCTCTAAACCTACCCTGGAGCAGGAGGAATGTTACCGCATCACAGTGTTCGCCTCCAAGA

ACCCCAAGAATCCCATGCTGTGGGCCACAGTCCTGTCCAGTTACTACTTTGGGGGTAACGCCTCGAGAGCCGGTACTCCACGACACGTGTCGGTGAGGAA

CCAAACCGGGGACTCGGTGTCCGTGGAGTGGACGGCGTCACAGCTGAGCACCTGCCCGGGGGTCCTGACGCAATACGTCGTGCGCTGCGAGGCTGAAGAC

GGCGCGTGGGAGTCAGAGTGGCTCGTGCCACCCACTAAAACCCAAGTGACACTTGACGGACTGCGCAGCCGAGTAATGTACAAGGTTCAGGTGCGAGCCG

ACACTGCGAGGCTCCCGGGTGCCTGGAGTCATCCCCAGCGCTTTAGCTTTGAGGTGCAGATTTCCCGTTTATCCATCATTTTCGCGTCTCTGGGAAGCTT

CGCCAGCGTCCTCCTCGTGGGCAGTCTCGGATACATTGGCTTAAACAGGGCCGCCTGGCACTTGTGCCCACCCCTGCCTACACCCTGTGGCAGCACTGCC

GTGGAGTTCCCTGGCAGCCAGGGCAAGCAGGCTTGGCAGTGGTGCAACCCTGAGGACTTCCCGGAGGTGTTGTACCCGCGAGATGCGCTGGTGGTCGAGA

TGCCCGGAGACAGAGGCGACGGGACAGAGTCGCCCCAGGCCGCCCCTGAGTGCGCCCTGGACACAAGGCGGCCCTTGGAGACTCAGAGGCAGAGGCAGGT

GCAGGCACTGTCAGAGGCCAGGCGCCTGGGCCTGGCTAGGGAGGACTGTCCCCGTGGTGACCTGGCCCACGTGACACTCCCGCTGCTCCTGGGAGGTGTG

ACCCAGGGAGCCTCTGTACTTGACGATCTTTGGAGGACCCATAAGACTGCGGAGCCGGGACCGCCCACTTTGGGGCAAGAGGCCTGACTGTTGTATCTGC

TAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATT

GCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTT

AAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGA

GGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCC

 M   D   M   M   G   L   P   G   T   S  

 K   H   I   T   F   L   L   L   C   Q   L   G   A   S   G   P   G   D   G   C   C   V   E   K   T   S   F   P   E   G   A   S   G   

S   P   L   G   P   R   N   L   S   C   Y   R   V   S   K   T   D   Y   E   C   S   W   Q   Y   D   G   P   E   D   N   V   S   H   V

  L   W   C   C   F   V   P   P   N   H   T   H   T   G   Q   E   R   C   R   Y   F   S   S   G   P   D   R   T   V   Q   F   W   E  

 Q   D   G   I   P   V   L   S   K   V   N   F   W   V   E   S   R   L   G   N   R   T   M   K   S   Q   K   I   S   Q   Y   L   Y   

N   W   T   K   T   T   P   P   L   G   H   I   K   V   S   Q   S   H   R   Q   L   R   M   D   W   N   V   S   E   E   A   G   A   E

  V   Q   F   R   R   R   M   P   T   T   N   W   T   L   G   D   C   G   P   Q   V   N   S   G   S   G   V   L   G   D   I   R   G  

 S   M   S   E   S   C   L   C   P   S   E   N   M   A   Q   E   I   Q   I   R   R   R   R   R   L   S   S   G   A   P   G   G   P   

W   S   D   W   S   M   P   V   C   V   P   P   E   V   L   P   Q   A   K   I   K   F   L   V   E   P   L   N   Q   G   G   R   R   R

  L   T   M   Q   G   Q   S   P   Q   L   A   V   P   E   G   C   R   G   R   P   G   A   Q   V   K   K   H   L   V   L   V   R   M  

 L   S   C   R   C   Q   A   Q   T   S   K   T   V   P   L   G   K   K   L   N   L   S   G   A   T   Y   D   L   N   V   L   A   K   

T   R   F   G   R   S   T   I   Q   K   W   H   L   P   A   Q   E   L   T   E   T   R   A   L   N   V   S   V   G   G   N   M   T   S

  M   Q   W   A   A   Q   A   P   G   T   T   Y   C   L   E   W   Q   P   W   F   Q   H   R   N   H   T   H   C   T   L   I   V   P  

 E   E   E   D   P   A   K   M   V   T   H   S   W   S   S   K   P   T   L   E   Q   E   E   C   Y   R   I   T   V   F   A   S   K   

N   P   K   N   P   M   L   W   A   T   V   L   S   S   Y   Y   F   G   G   N   A   S   R   A   G   T   P   R   H   V   S   V   R   N

  Q   T   G   D   S   V   S   V   E   W   T   A   S   Q   L   S   T   C   P   G   V   L   T   Q   Y   V   V   R   C   E   A   E   D  

 G   A   W   E   S   E   W   L   V   P   P   T   K   T   Q   V   T   L   D   G   L   R   S   R   V   M   Y   K   V   Q   V   R   A   

D   T   A   R   L   P   G   A   W   S   H   P   Q   R   F   S   F   E   V   Q   I   S   R   L   S   I   I   F   A   S   L   G   S   F

  A   S   V   L   L   V   G   S   L   G   Y   I   G   L   N   R   A   A   W   H   L   C   P   P   L   P   T   P   C   G   S   T   A  

 V   E   F   P   G   S   Q   G   K   Q   A   W   Q   W   C   N   P   E   D   F   P   E   V   L   Y   P   R   D   A   L   V   V   E   

M   P   G   D   R   G   D   G   T   E   S   P   Q   A   A   P   E   C   A   L   D   T   R   R   P   L   E   T   Q   R   Q   R   Q   V

  Q   A   L   S   E   A   R   R   L   G   L   A   R   E   D   C   P   R   G   D   L   A   H   V   T   L   P   L   L   L   G   G   V  

 T   Q   G   A   S   V   L   D   D   L   W   R   T   H   K   T   A   E   P   G   P   P   T   L   G   Q   E   A   •  
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CAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCAT

TGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAAC

CTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGC

CATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTC

ATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACC

CTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGG

TGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGC

CGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCA

CCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACG

TCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTA

ATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGT

ACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATG

GGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAA

GAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAA

AATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCC

TGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCG

CTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTA

TCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTA

GAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGG

TGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAA

AACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTT

TTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGA
ACATTTCTCTATCGAA
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