
100

pUNO1-mIL10RB
(4252 bp)

bsr SV40 pAn

hßGlo pAn

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

mIL10RB

AgeI (552)
BspLU11I (560)

NheI (1634)

BspLU11I (3338)

22E16v45



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAACATGTCCTGGGCGCCGAGCGTGGCGGGCTGGCTGGGTGG

CTTCCTTCTGGTGCCAGCTCTAGGAATGATTCCACCCCCTGAGAAGGTCAGAATGAATTCAGTTAATTTCAAGAACATTCTACAGTGGGAGGTACCTGCT

TTCCCCAAAACGAACCTGACTTTCACAGCTCAGTATGAAAGTTACAGGTCTTTCCAAGATCACTGCAAGCGCACTGCCTCGACTCAGTGCGACTTCTCTC

ATCTTTCTAAATACGGAGACTACACTGTGAGAGTCAGGGCTGAATTGGCGGATGAACATTCGGAGTGGGTCAATGTCACCTTCTGCCCCGTGGAAGACAC

CATCATTGGACCTCCTGAGATGCAGATAGAATCCCTTGCTGAGTCTTTACACCTGCGTTTCTCAGCCCCACAAATTGAGAATGAGCCTGAGACGTGGACC

TTGAAGAACATTTATGACTCATGGGCTTACAGAGTGCAATACTGGAAAAATGGGACTAATGAGAAGTTTCAAGTTGTGTCTCCGTACGACTCTGAGGTCC

TCCGGAACCTGGAGCCGTGGACAACTTACTGCATTCAAGTTCAAGGGTTTCTTCTCGACCAGAACAGAACAGGAGAGTGGAGTGAACCCATCTGTGAACG

GACAGGCAATGACGAAATAACCCCTTCCTGGATTGTGGCCATCATCCTCATAGTCTCCGTCCTGGTGGTCTTCCTCTTCCTCCTGGGCTGCTTTGTCGTG

CTGTGGCTCATTTATAAGAAGACCAAGCATACCTTCCGTTCTGGGACGTCTCTTCCACAGCACCTGAAGGAGTTTCTGGGCCACCCCCATCACAGCACGT

TTCTGCTGTTCTCCTTCCCTCCCCCCGAGGAGGCCGAGGTGTTCGACAAACTAAGCATCATCAGCGAAGAGTCTGAAGGCAGCAAGCAGAGTCCTGAAGA

CAACTGTGCCTCAGAGCCCCCGTCTGATCCAGGGCCTCGGGAGCTGGAGTCCAAGGATGAAGCTCCCTCACCTCCACACGATGACCCCAAACTGCTCACG

TCGACCTCAGAAGTATGACCAGAGAGCCACCTGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGA

AAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTA

TGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAA

CCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCAC

CTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTT

TTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCC

CCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGG

GGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCC

ACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCA

GACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCG

CCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCAT

GGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACG

GTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCC

CGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACT

GCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGC

GGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCAT

 •   N   R   T   Y   K   L   P

  I   L   E   E   I   T   T   K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M   G  

 C   P   S   V   V   R   I   S   R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V   A   

S   G   I   A   I   A   E   A   C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   A   A

  G   V   H   H   K   N   D   E   Y   L   M   T   I   K   E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F   T   K   M  

 M   S   W   A   P   S   V   A   G   W   L   G   G

  F   L   L   V   P   A   L   G   M   I   P   P   P   E   K   V   R   M   N   S   V   N   F   K   N   I   L   Q   W   E   V   P   A  

 F   P   K   T   N   L   T   F   T   A   Q   Y   E   S   Y   R   S   F   Q   D   H   C   K   R   T   A   S   T   Q   C   D   F   S   

H   L   S   K   Y   G   D   Y   T   V   R   V   R   A   E   L   A   D   E   H   S   E   W   V   N   V   T   F   C   P   V   E   D   T

  I   I   G   P   P   E   M   Q   I   E   S   L   A   E   S   L   H   L   R   F   S   A   P   Q   I   E   N   E   P   E   T   W   T  

 L   K   N   I   Y   D   S   W   A   Y   R   V   Q   Y   W   K   N   G   T   N   E   K   F   Q   V   V   S   P   Y   D   S   E   V   

L   R   N   L   E   P   W   T   T   Y   C   I   Q   V   Q   G   F   L   L   D   Q   N   R   T   G   E   W   S   E   P   I   C   E   R

  T   G   N   D   E   I   T   P   S   W   I   V   A   I   I   L   I   V   S   V   L   V   V   F   L   F   L   L   G   C   F   V   V  

 L   W   L   I   Y   K   K   T   K   H   T   F   R   S   G   T   S   L   P   Q   H   L   K   E   F   L   G   H   P   H   H   S   T   

F   L   L   F   S   F   P   P   P   E   E   A   E   V   F   D   K   L   S   I   I   S   E   E   S   E   G   S   K   Q   S   P   E   D

  N   C   A   S   E   P   P   S   D   P   G   P   R   E   L   E   S   K   D   E   A   P   S   P   P   H   D   D   P   K   L   L   T  

 S   T   S   E   V   •  

AgeI (552)
BspLU11I (560)

NheI (1634)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

2601

2701

2801

2901

3001

3101

141

133

100

66

33

1

13

47

80

113

147

180

213

247

280

313

347



TGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCAT

TTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTT

TTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCC

CTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTC

ACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAAC

TATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAG

AGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAG

CTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTG

ATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAA

AATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCA
AAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

BspLU11I (3338)

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101
4201
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