Eagl (3919)
NotI (3918)
Swal (3908) \\
PacI (3899)

ApaLl (3483)

pMBI ori

Sgfl (6)
Pvul (7)
Mfel (82)
Psp14061 (203)
Pvull (239)
HindIII (245)
Bsu361 (291)

NgoMIV (441)
/ KasI (535)
Agel (552)
Sphl (560)

Nsil (562)

RsrIl (621)
érAI (626)
001091 (663)

Bsp120I (663)
ApaLlI (738)

hEF1-HTLV prom

mIGFBP3
Mlul (803)
BspLUI1I (3169)
Pa (3132) Pl (923)
Sdal (3151)
pUNO1-mIGFBP3

Ndel (2973)

SnaBI (2868)
Ecol051 (2868)

hCMYV prom
Spel (2740)

Sacl (2642)
Asel (2585)

BspHI (2527)
BbsI (2523)
Xmnl (2519)

Stul (2377)
Ecol471 (2377)

BstXI (2242)
Sacl (2213)

100 EcoO1091 (2013)

(4083 bp)

Dralll (1036)

Xmnl (1290)

SV40 p(A)

Nhel (1465)
Ball (1471)
Mscl  (1471)
Hpal (1603)
Mfel (1614)

EcoRI (1699)

(h) Bglobin p(A)

SspI  (1938)
Swal (1952)

¥ InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
401
SphI (560)
KasI (535) Agel (552) Nsil (562)

501 CTGAGATCACCGGTCAGCATGCATCCCGCGCGCCCCGCGCTCTGGGCGGCTGCGCT

> 1* M H P A R P AL WA A A L

SgrAl (626) Bsp120I (663)
Rsrll (621) EcoO1091 (663)

601 CACTGCCCTCACTCTGCTCCGCGGACCGCCGGTGGCGCGAGCTGGCGCGGGCGCGGTGGGCGCGGGCCCCGTGGTGCGCTGCGAACCGTGCGACGCGCGT
13 T A L T LLIRGPUPVARAGAGAVGAGPVVZ R CETZPTCTDATR
ApaLlI (738)
701 GCGCTGTCCCAGTGCGCGCCTCCGCCCACCGCGCCCGCGTGCACGGAGCTGGTGCGAGAGCCCGGCTGCGGCTGCTGCCTGACTTGCGCGCTGCGCGAAG
47 A L S Q C AP PP TAPATCTTELVI REZPS GT CSGT CT CLTT CALRE
Mlul (803)
801 GCGACGCGTGCGGCGTCTACACGGAGCGCTGTGGCACCGGCCTCCGCTGCCAGCCGCGGCCCGCGGAGCAGTACCCGCTGAGGGCGCTGCTGAATGGCCG
80G D A C GV Y TEIRT CGTS GLU RT CQPRPAEU QY&®PLI RALILNSGHR

Pstl (923)
901 CGGGTTCTGCGCCAACGCCAGCGCTGCAGGCAGCCTAAGCACCTACCTCCCCTCCCAACCTGCTCCAGGAAACATCAGTGAGTCCGAGGAGGAGCACAAT
113 G F C A NA S A A G S L S TYLUPSOAQPAPGNI S E S EETEHN

Dralll (1036)

1001 GCTGGGAGTGTGGAAAGCCAGGTTGTCCCCAGCACACACCGAGTGACCGATTCCAAGTTCCATCCACTCCATGCCAAGATGGATGTCATCAAAAAAGGCC
147 A G S V E S Q VV P S THI RV TDSIKTFHPLUHAIKMDV I KK G
1101 ACGCCAGGGACAGCCAGCGCTACAAAGTTGACTATGAGTCTCAAAGCACAGACACCCAGAACTTCTCCTCCGAGTCTAAGCGGGAGACAGAATACGGTCC
180 H A R D S Q R Y K VDY E S QS TDTI QNTFSSESI KU RTETTEY G P
Xmnl (1290)
1201 CTGCCGCAGAGAAATGGAGGACACACTGAATCATCTGAAGTTCCTCAATGTGCTGAGTCCCAGAGGCGTCCACATCCCAAACTGTGACAAGAAGGGGTTC
213 C R R EM E D TL NWHULI KT FLNVLS?PRGVHI P NZG CDIKK GF
1301 TATAAGAAGAAGCAGTGCCGCCCTTCCAAAGGCAGAAAGCGGGGCTTCTGCTGGTGTGTGGACAAGTATGGGCAGCCCTTGCCAGGCTACGACACCAAGG
247 Y K K K Q C R P S K GR KR GF CWTZCVDIKYGQPLUPGYDTK

Mscl (1471)

Ball (1471)

Nhel (1465)

1401 GGAAAGACGACGTACATTGCCTCAGCGTGCAGAGCCAGTAGATGCTCCGTGCCACATAATATGGAGCTAGCTGGCCAGACATGATAAGATACATTGATGA
280G K D D V H C L S V. Q S Q e«
1501 GTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAA

Hpal (1603) Mfel (1614) EcoRI
1601 CAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGG
-
1701 AATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTT
-

1801 GCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGT

Sspl  (1938) Swal (1952)
1901 TTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGA

Eco01091 (2013)
2001 ATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGC

2101 TTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAG
—4494 ¢ N R T Y K L P I L E E I T TIKVLIKGNMETITLVTFTCDTFPA
Sacl (2213) BstXI (2242)
2201 CATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGT
1174 Y D S I L E R CM G CP SV VR Il SRDVETDSYU&PHRVYVAUVI T
Stul (2377)
Ecold7I (2377)

2301 GTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAG
774 D F D K Q G NS VA S GI1 A1l AEACVTVZ RGI Y ATETIHVAS
2401 ATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCA

434 | E G T K TR I AAGVHHTIKNDTETYTLMTIKTETAVEVLTE'L



2501

104

2601

2700

2799

2899

2999

3099

3197

3297

3397

3497

3597

3697

3797

3897

3996

BspHI (2527)
BbsI (2523)

Xmnl (2519) Asel (2585)
GATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAAC
D Q QS I NFTKM-- -

Sacl (2642)
AGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATG

Spel (2740)
GGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTA G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTG
-

SnaBI (2868)
Ecol051 (2868)
AGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTC

Ndel (2973)
CCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCC

AAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGC

Pstl (3152)

Sdal (3151)Pacl (3159)  BspLUI1I (3169)
GGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGG
-

CCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAA

CCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTT

ApaLl (3483)
CTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCC

CCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAG

GATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTG

CTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTA

CGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGC

Eagl (3919)
Pacl (3899) Swal (3908) NotI (3918)
TAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCT

CTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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