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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406] (203) Pvull (239) Bsu36I (291)

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301

NgoMIV (441)
401

Agel (552) BspHI (560) BbsI (589)

501 CTGAGATCACCGGTCATCATGAAGCCGTACTTCTGCCGTGTCTTTGTCTTCTGCTT

= 1*M K P Y F C RV FV F C F

Eagl (635) BsrGI (672)

601 CCTAATCAGACTTTTAACAGGAGAAATCAATGGCTCGGCCGATCATAGGATGTTTTCATTTCACAATGGAGGTGTACAGATTTCTTGTAAATACCCTGAG
3 L I R L LT GE INGSADUHT RMTESTFHNSGGVAOQI SCKYPE
701 ACTGTCCAGCAGTTAAAAATGCGATTGTTCAGAGAGAGAGAAGTCCTCTGCGAACTCACCAAGACCAAGGGAAGCGGAAATGCGGTGTCCATCAAGAATC
47* TV Q Q L KM R L FREURTEV LCETLTZ KTTIKSGS SGNAVS | KN

PstI (885)
801 CAATGCTCTGTCTATATCATCTGTCAAACAACAGCGTCTCTTTTTTCCTAAACAACCCAGACAGCTCCCAGGGAAGCTATTACTTCTGCAGCCTGTCCAT
8P M L C L YH L S NNSV S F FLNNZPDSSQGSYYFCSL S I

Pvull (976)
901 TTTTGACCCACCTCCTTTTCAAGAAAGGAACCTTAGTGGAGGATATTTGCATATTTATGAATCCCAGCTCTGCTGCCAGCTGAAGCTCTGGCTACCCGTA
113 F D P P P FQ E RN L SGG Y LH I Y ESQLT CT CO QLI K LWL PV
Nsil (1035) BamHI (1072)
1001 GGGTGTGCAGCTTTCGTTGTGGTACTCCTTTTTGGATGCATACTTATCATCTGGTTTTCAAAAAAGAAATACGGATCCAGTGTGCATGACCCTAATAGTG
147 G C AA FV V V L LFGTC I L I I'W FSKJIKJI KYGS SV HDPNS
Mscl (1175)
BspLUI11I (1103) Xbal (1138) Nhel (1169)

1101 AATACATGTTCATGGCGGCAGTCAACACAAACAAAAAGTCTAGACTTGCAGGTGTGACCTCATAAGCTGGCTAGCTGGCCAGACATGATAAGATACATTG
180FE Y M FM A AV NTNJIKI K S RLAGVT S e
1201 ATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAA

Hpal (1307) Mfel (1318)
1301 TAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGT

EcoRI (1403)
1401 ATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGC
— -

Sapl (1585)
1501 TGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTT

Sspl (1642) Swal (1656)
1601 ATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGG

Eco01091 (1717)
1701 CAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGC

1801 GAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCA
—3494 ¢ N R T Y K L P I L E E I T T KV L K GNME I LV FCD
Sacl (1917) BstXI (1946)
1901 GGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAA
1124P A Y D S I L E R CMGC P SV VR I SRDVEDSYPHR RV AV I
Stul (2081)
2001 TGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGC
744 T D F D KQGNSVASGI A I AEACVTVIRG I YATE I HVA
2101 AGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGC
4549 S | | E G T K T R I A°NAGV HHIKNDEYLMT I K ETA AV EV L
Bbsl (2227)
Xmnl (2223) Asel (2289)
2201 TCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCA
114E L D Q Q S I N F T K M-
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Sacl (2346)
AAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCA

—-
Spel (2444)

ATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCG
-

SnaBI (2572)
TGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAG

Ndel (2677)
TCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTG

CCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGG

Pacl (2863)
Pstl (2856)
Sdal (2855) BspLU11I (2873)
GCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGG
-

CCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAA

CCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTT

ApaLlI (3187)
CTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCC

CCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAG

GATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTG

CTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTA

CGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGC

Eagl (3623)
Pacl (3603) Swal (3612) Notl (3622)
TAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTC

TCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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