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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspHI (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCATCATGACTTCCTGGCAGAGGCTCTGCTGGCACTATCGCCT
= 1M T S W QR L CWHY R L

BstXI (677)
601 GTGGACCCTGGGTTGCTACATGCTACTGGCCATCCTTGCCCTGAAACTGTCCCTCAGACTGAAGTGTGACTTCGATGCCATGGATCTGGACTCTGAGGAA
13 W T L G C YMLLATI LALJZKTLT ST LT RLTIEKT ECDTFUDAMTDTLTDSEE
Pstl (714)
Scal (710) BstGI (728)
701 TTTCAAAGCCAGTACTGCAGGGATCTCCTGTACAAGACCCTGAAGCTGCCAGCCAAGAGTTCCATCAACTGCTCAGGGGTCATTCGAGGGGAGCAGAAAG
47 F Q S Q Y C R DL L Y KTULI KTLUZPAIKSSI NTGTCSG GV I RGTE QK
BStEIT (801) Bsu36I (870)
801 CGGTGACCCAGGCTCTGCTGAATAACCTGGAAATTAAGAAGAAGCAGCAGCTCTTCACAGAGGCCGACTACCTTAGGATGACAGCAGACTGTGAGCACTT
80kA V T Q A L L NNULE I KKIKOQQLTFTTEADTYTLTZ RMTAUDTECTEHTF
BstBI (997)
901 CAAGACCAAGAGGAAGTTTATACAGGTCCCACTGAGCAAGGAAGAGGCCAGCTTCCCCATTGCGTACTCCATGGTGGTGCATGAGAAGATTGAGAACTTC
113 K T K R K F 1 Q VP L SKTETEASTFUPI AY SMVVHETKTIENTF
BsrGI (1019) Bst11071  (1036)

1001 GAAAGGTTGCTGCGAGCTGTGTACACCCCTCAGAATGTATACTGTGTCCACATGGATCAGAAGTCTTCAGAACCCTTTAAGCAGGCAGTCAGGGCCATCG
147" E R L L R A VY TP QNVYTCVHMDTUGOQQIKTSSETPTFI KU QAVTR RAI
1101 TGTCATGCTTCCCCAATGTCTTCATAGCTAGTAAGTTGGTGTCAGTGGTCTATGCTTCCTGGTCCAGGGTGCAGGCTGACCTAAACTGCATGGAAGACTT
180V S C F P NV F I A S KLV SVVYASWS ST RVOQADTLNTC CMETDIL

XemI (1265)
1201 GCTTCAGAGCCCCGTGCCATGGAAATACCTCCTGAACACCTGTGGGACAGACTTTCCCATCAAAACCAATGCTGAGATGGTCAAGGCCCTCAAGCTATTG
213 L Q S P VP WK Y LLNTT CGTUDTFEFZ&PI KTNAEMVYVI KATLIKTLL
Acc651  (1326)
1301 AAAGGGCAGAACAGTATGGAGTCAGAGGTACCACCTCCACATAAAAAATCCCGCTGGAAATATCACTATGAGGTGACAGACACATTGCACATGACCAGCA
247" K G Q N S M E S E VP PPUHZ KI KT SRMWIKYUHYTEVTDTTLUHMTS
Xhol (1463) BbrPI (1480)

1401 AGAGGAAGACGCCGCCACCTAATAACCTAACCATGTTCACTGGGAATGCCTACATGGTGGCTTCTCGAGACTTCATTGAACACGTGTTCAGTAACTCAAA
280K R K T P P P NNL TMTFTGNAYMVASTR RTDTF I EHVTF SNS K
1501 AGCCCGGCAACTGATCGAGTGGGTAAAAGACACCTATAGTCCCGATGAGCACCTTTGGGCCACCCTCCAGCGTGCCTCGTGGATGCCTGGATCAGATCCC
313 A R Q L | E WV KDTY SPDEUHLMWATLTI QRASMWMTPTGSTDFP
1601 TTGCATCGAAAATTTGACCTGTCAGACATGAGAGCCATTGCGAGACTAACCAAGTGGTACGACCATGAGGGAGACATTGAGAACGGGGCACCTTACACGT
347 L H R K F DL S DMZPRATI ARILTI KMWYDUHTETGHDTI ENG GATZPYT
1701 CTTGCTCAGGAATCCACCAGCGGGCTGTCTGTGTTTATGGGTCAGGGGACCTGCACTGGATACTTCAGAACCATCACCTCTTGGCCAACAAGTTTGACCC
380S C S G | H QR AV CV Y G S GDULUHMWI L QNU HUHLTLANIKTFDFP

Sspl (1835)
1801 AAAGGTGGATGATAATGTTCTTCAGTGTTTAGAAGAATATTTACGTCACAAAGCCATCTATGGGACTGAACTATGAGACACTGTAAGACTATTGTTACCT
413 K V D D NV L Q C L EE Y LRUHIKATI Y GTTE L e
Nhel (1909)
1901 GTGTGGCAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTT

Hpal (2047) Mfel (2058)
2001 GTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTG

EcoRI (2143)
2101 GGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAA
-

2201 TCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATA

Sspl (2382) Swal (2396)
2301 GTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTT

2401 AAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGG

2501 AACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTT
414 ¢ N R T Y K L P I L E E I T T K




Sacl (2657) BstXI (2686)

2601 GACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGAT
1254 VL K G NM E I L VF CDPAYDJ S 1l L ERT CMSGTC®PSV VRIS
2701 CTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCAC

914R D V E D S Y P HR VA V I T DF DI K QGNSVASGI A Il AEASTC
Stul (2821)
2801 AGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTC
564 Vv T VR G I Y A E I HV A S I | E GTIK TR R I A A GV HHIKNDE
BspHI (2971)
Xmnl (2963)
2901 ATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTA

254 Y L M T I K E TA VEVLETLUDI QQSTI NFTIKM-=-
Asel  (3029) Sacl (3086)
3001 TTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATA
-

Spel (3184)
3101 TAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAA
-

3200 CTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAA

SnaBI (3312)
3300 TAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTC

Ndel (3417)
3400 AATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATT

Pstl (3596)
Sdal (3595)

3500 GGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTG

Pacl (3603)  BspLUILI (3613)
3600 CAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGA
-

3699 CGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCT

3799 CCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGG

ApaLI (3927)
3899 TGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGT

3999 AAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAAC

4099 TACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCA

4199 CCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGC

Eagl (4363)
Pacl (4343) Swal (4352) NotI (4362)
4299 TCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATC

4399 TGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAG
4499 TGCAGGTGCCAGAACATTTCTCTATCGAA
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