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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Sphl (560)
KasI (535) Agel (552)
501 CTGAGATCACCGGTCAGCATGCTGAGAAACTTGTTTCGGAGGAGACTTTTCTCTTG
[ i*M L R NL F RRRLF S C

EcoRI (659)
601 TCCTACAAAATACTACTTTATGCTCCTTGTCCTCTCTTTAATTACCTTCTCTGTTTTAAGAATTCATCAGAAGCCTGAATTTTTTAGTGTCAGACACTTG
13 P T K Y Y FMLL VLSLI TFSVLIRI HQKU®PETFTF S VR HL
BstEII (754) HindIII (781)
701 GAGCTGGCTGGAGATGATCCTTACAGCAATGTTAATTGCACCAAGATTTTACAGGGTGACCCAGAAGAAATCCAGAAGGTGAAGCTTGAGATACTAACAG
47 E L A G D DP Y S NVNZ CTI K I L QGDU&PTETETI QK V KLE'I LT
801 TGCAATTCAAGAAGCGCCCGAGGT GGACACCCCATGACTACATAAACATGACCCGTGACTGTGCCTCTTTCATCAGGACACGCAAATATATCGTGGAGCC
80V Q F K K R P RWTW®PWHUDY Il NMTU RUDT CAS ST F I RTRIKY 1l VEUP
Bsu36I (978)
901 CCTTACTAAAGAAGAGGTAGGCTTTCCAATTGCATATTCCATTGTGGTTCATCATAAGATTGAAATGCTTGACAGGCTCCTGAGGGCCATCTATATGCCT
113 L T K E E V. G F P I A Y S I V V HHIK I EMLDA RTILTILIZ RAI Y MFP
BstXI (1097)
BbrPI (1018) SacIl (1052) MscI (1094)
1001 CAGAATTTCTACTGCATTCACGTGGACAGAAAAGCAGAGGAATCCTTTTTAGCCGCGGTGCAGGGCATCGCATCCTGCTTTGATAATGTCTTTGTGGCCA
147 Q N F Y C I HV DR KATEZESFLAAVQGI A SCTFDNWVTF VA
BsrGI (1169)
EcoO1091 (1163) Scal (1193)
1101 GCCAGTTGGAGAGTGTTGTTTATGCGTCCTGGAGTCGGGTTAAAGCAGACCTCAACTGCATGAAGGACCTGTACAGAATGAATGCAAACTGGAAGTACTT
180k S Q L E S VV Y A S WS RV KADILNTZ CMIKTDTILY RMNANWIK Y L
1201 GATCAATCTCTGTGGTATGGATTTCCCTATTAAAACCAACCTGGAAATTGTCAGGAAGCTCAAGTGCTCCACAGC GGAAAACAACCTGGAAACTGAGAAG
213 I N L C GM DF P I K TNWLTEI VRIKILIKT CSTAENNILTETE K
1301 ATGCCTCCCAACAAGGAAGAGAGATGGAAAAAAAGATACGCCGTTGTCGATGGGAAGCTGACCAACACTGGGATAGTCAAAGCACCGCCCCCACTCAAAA
247 M P P N K E E R WK KU RY AV VDSGI KT LTNTSGI VKAPUPUPILK
Sspl (1471)
Xmnl (1468)
1401 CTCCTCTCTTTTCAGGCAGTGCCTACTTCGTGGTCACTAGGGAATATGTAGGCTACGTGCTGGAAAATGAAAATATTCAAAAGTTGATGGAATGGGCACA
280¢kT P L F S GS A Y F V VTR REYVGY VLENENI QKLMEWANOQ
BamHI (1544)
1501 GGACACATACAGCCCAGATGAGTTCCTCTGGGCCACCATCCAAAGGATCCCAGAAGTCCCTGGTTCTTTCCCCTCAAGCAACAAGTATGACTTGTCAGAC
313 D T Y S P DETFLWATI QR 1 P EVZPGST FWPSSNIKYDTULSD
BstBI (1636)
Scal (1631) BbrPI (1687)
1601 ATGAATGCCATTGCTAGGTTTGTCAAGTGGCAGTACTTCGAAGGCGATGTTTCCAATGGTGCCCCTTATCCACCGTGCAGTGGAGTCCACGTGCGCTCTG
347 M N A I AR F V KWOQYFEGUDVSNGAZPYUPZPTCSGVHVR S
Bbsl (1705) Sall (1777) XcemI (1790)
1701 TGTGCGTCTTCGGAGCTGGTGACTTGAGCTGGATGCTGCGCCAACACCACCTTTTTGCCAATAAGTTTGACATAGATGTCGACCCCTTTGCCATCCAGTG
380V C V F G A G DL SWMULU R QHHLTFANIKTFD I DVDZPTFAI QC
Mscl (1896)
BsaBI (1804) Eco47II1 (1848) Nhel (1890)
1801 TTTGGATGAGCATCTGAGGCGTAAAGCCCTGGAGAACTTAGAACACTAAGCGCTGCTGGCAGCCCTGGGGAAGATAAGGTTGCTCAAACTGCTAGCTGGC
413 L D E H L R R K A L E N L E H e -
1901 CAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATT

Hpal (2028)
2001 TGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAG

EcoRI (2124)
2101 TAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAA
- -

2201 TAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTT

Sspl (2363) Swal (2377)
2301 GAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGA




EcoO1091 (2438)
2401 AAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATA

2501 GAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATC
414 ¢ N R T Y K L P I L E E I T T K V L K G N M
Sacl (2638) BstXI (2667)
2601 TCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGT
1184 | L V F ¢ D P A Y DS I L ERCMSGT C®PSVVZR I SRDVETDSY
2701 AGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAAT
854 P H R VA V I T DF DK QGNZSVASGI A I A EATCVTVR G I
Stul (2802)
2801 GTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTC
524 Y A E | HV A S |l I EGTIKTRI A AGVHHIKNDTEYTULWMT I K
BspHI (2952)
Bbsl (2948)
Xmnl (2944)

2901 TCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATAC

184E T A V E V L E L DQQS I NFTIKMM--
Asel (3010) Sacl (3067)
3001 TATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCT TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACAC
-y

Spel (3165)
3101 GCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGG
-

SnaBI (3293)
3200 GGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTA

Ndel (3398)
3300 GATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGC

3400 ATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACAT

Pstl (3577)

Sdal (3576)Pacl (3584) BspLU11I
3500 ACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACA
-

3598 TGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCG

3698 ACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCG

3798 CTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCA

ApaLI (3908)
3898 AGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCC

3998 ACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGA

4098 ACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTT

4198 TTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTC

Eagl (4344)
Pacl (4324) Swal (4333) Notl (4343)
4298 ACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGT

4398 GTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATT
4498 TCTCTATCGAA
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