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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

SphI (560)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCAGCATGCGGGCATGGACTGGTTCCTGGCGTTGGATTATGCT

> 1I* M R A WTG S WZ RWI M L
601 CATTCTTTTTGCCTGGGGGACCTTGTTATTTTATATAGGTGGTCATTTGGTTCGAGATAATGACCACCCTGATCACTCCAGCAGAGAACTCTCCAAGATT
13 | L F A WG TULULTFY Il GGHLVRDNUDUHPIDHSSU RETLS K. I
701 CTTGCAAAGCTTGAACGCTTAAAACAGCAAAATGAAGACTTGAGGCGAATGGCTGAGTCTCTCCGAATACCAGAAGGCCCCATTGACCAGGGGACAGCTA
47 L A K L E R L K Q Q NE DL R RMATETSTILT RIPETGTPTI DOQGTA

BspHI [m] (892)
801 CAGGAAGAGTCCGTGTTTTAGAAGAACAGCTTGTTAAGGCCAAAGAACAGATTGAAAATTACAAGAAACAAGCTAGAAATGGTCTGGGGAAGG;%CATGA
80T G R VR VL EE QL VKAIZ KTET QI ENYKJ KU QARNGTLTGTZKTDHE

901 AATCTTAAGAAGGAGGATTGAAAATGGAGCTAAAGAGCTCTGGTTTTTTCTACAAAGCGAACTGAAGAAATTAAAGCATTTAGAAGGAAATGAACTCCAA
113 1 L R R R 1 E NG A KE L WTF F L QS EULJZKJIKTLTI KU HTLTETGNTETLNOQ

1001 AGACATGCAGATGAAATTCTTTTGGATTTAGGACACCATGAAAGGTCTATCATGACAGATCTATACTACCTCAGTCAAACAGATGGAGCAGGGGATTGGC
147" R H A D E I LLDLGHUHET RSTIMTDLYYULlLSOQTUDSGATGTD W

Bsu36l (1162)

1101 GTGAAAAAGAGGCCAAAGATCTGACAGAGCTGGTCCAGCGGAGAATAACATATCTCCAGAATCCTAAGGACTGCAGCAAAGCCAGGAAGCTGGTGTGTAA

180¥R E K E A K D L T E L V QR R I T Y LQNTPIKTDT CSI KAT RTIKTLVCN
BbrPI (1237)
1201 CATCAATAAAGGCTGTGGCTATGGTTGTCAACTCCATCACGTGGTCTACTGTTTCATGATTGCTTATGGCACCCAGCGAACACTCATCTTGGAATCTCAG

213 | N K 6 C G Y GCQLHHVVY  CFMI AYGT QRTTLI L E S Q
BsrGI (1357)
BspLU11I (1354) PshAI (1385)

1301 AATTGGCGCTATGCTACTGGTGGATGGGAGACTGTGTTTAGACCTGTAAGTGAGACATGTACAGACAGATCTGGCCTCTCCACTGGACACTGGTCAGGTG
247" N W R YA T G GWETVTFRZPVSETT CTDR RSGLSTGHWSG
1401 AAGTAAATGACAAAAACATTCAAGTGGTCGAGCTCCCCATTGTAGACAGCCTCCATCCTCGGCCTCCTTACTTACCACTGGCTGTTCCAGAAGACCTTGC
280kE V N D K N1 Q VV E L P I VDSLUHPRPZPYTULZPLAVZPTETDTLA

BStEIl (1522)
Neol (1518)

1501 AGACCGACTCCTAAGAGTCCATGGTGACCCTGCAGTGTGGTGGGTGTCCCAGTTTGTCAAATACTTGATTCGTCCACAACCTTGGCTGGAAAAGGAAATA
313 DR L LRV HGUDUPAVWWV SQF VKYTLTIRZPAOQPWLTEKE I
1601 GAAGAAGCCACCAAGAAGCTTGGCTTCAAACATCCAGTTATTGGAGTCCATGTCAGACGCACAGACAAAGTGGGAACAGAAGCAGCCTTCCACCCCATCG

347 E E A T K K L G F KHP VI GVHVRIRTUDIKVYVYGTTEJAATFHTEP
Xmnl (1723)
1701 AGGAGTACATGGTACACGTTGAAGAACATTTTCAGCTTCTCGCACGCAGAATGCAAGTGGATAAAAAAAGAGTATATCTGGCTACTGATGATCCTACTTT
380E E Y M V H V E E HF QL LARU RMG~OQVDJ KT KT RVYLATTUDTDTPTIL
Scal (1820) Pvull (1865)

1801 GTTAAAGGAGGCAAAGACAAAGTACTCCAATTATGAATTTATTAGTGATAACTCTATTTCTTGGTCAGCTGGACTACACAATCGGTACACAGAAAATTCA
413 L K E A K T K Y S NY ETF 1 SDNSI SWSAGTLTUHNTE RYTTENS
1901 CTTCGGGGTGTGATCCTGGATATACACTTTCTCTCACAGGCTGACTTTCTAGTGTGTACTTTTTCATCCCAGGTCTGTCGGGTTGCTTATGAAATCATGC
447 L R G V I L DI HF L S QA DTFLVCTTFSSQVCRVAYTE'I M
2001 AAACCCTGCATCCTGATGCCTCTGCGAACTTCCATTCTTTGGATGACATCTACTATTTTGGAGGCCAAAATGCCCACAATCAGATTGCTGTTTATCCTCA
480PQ T L H P DA S A NTFHSLDU DI Y Y FGGI QNAUHNGO QI A VY P H

EcoRV (2140)

2101 CAAACCTCGAACTGAAGAGGAAATTCCAATGGAACCTGGAGATATCATTGGTGTGGCTGGAAACCATTGGGATGGTTATTCTAAAGGTATCAACAGAAAA

513 K P R T E E E I PMEUPGDTI 1 GVAGNUHMWDTGY S KGTI NTR K

Nhel (2297)

2201 CTTGGAAAAACAGGCTTATATCCCTCCTACAAAGTCCGAGAGAAGATAGAAACAGTCAAGTATCCCACATATCCTGAAGCTGAAAAATAGAGATGAAGCT

547 L G K T G L Y P S Y KV RETIKTIETVIKYU®PTYUPEATEK e

Mscl (2303)

2301 AGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTG

Hpal (2435) Mfel (2446)
2401 CTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTA

EcoRI (2531)
2501 AAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAG
- -

2601 GGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCC




SspI  (2770) Swal (2784)
2701 AAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATT

2801 GCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACC

2901 TTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCC
414 ¢ N R T Y K L P I L E E I T T K V L K G
3001 ATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCA
1214 N M E I L VF CDPAY DS 1 L ERTCMSGT C®PSV VRl SRDVE
3101 TCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCC
874D S Y P HR VA V I T DF DK QGNSVASGI A1 AEATCVTVR R
Stul (3209)
3201 TGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGT
544 G I Y A E | HV A S |1 I EGTK TR I A AGVHHIKNDTEYTLWMT
Xmnl (3351)
3301 GATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCC
2141 K E T AV E V L E L D Q QS I NFTIKM=--
Asel (3417)
3401 GATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCA
-

Spel (3572)
3500 CCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGAC
-

3599 GTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACT

SnaBI (3700)
3699 AATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCG

Ndel (3805)
3799 TACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTAT

Sdal (3983)Pacl (3991)
3899 GGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AAT

BspLUI1I (4001)
3997 TAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCAC
-

4097 AAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGA

4197 CCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGT

ApaLl (4315)
4297 TCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGAC

4397 TTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACA

4497 CTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAG

4597 CGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAAC

Eagl (4751)
Pacl (4731) Swal (4740)  NotI (4750)
4697 GAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGG

4797 TTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCC
4897 AGAACATTTCTCTATCGAA
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