Eagl (3768)
NotI (3767)
Swal (3757)
Pacl (3748)

Sgfl (6)
Pvul (7)
Mfel (82)
EcoNI (96)

Psp14061 (203)
Pvull (239)
HindIIT (245)
EcoNI (287)
Bsu36I (291)

Nael (441)
NgoMI (441)
KasI (535)

Agel (552)
hEFI-HTLV prom BStEH (555)
ApaLl (3332) Neol (560)
Ncol (676)
pMBI ori Dralll (713)
mDIABLO (SMAC)
Peil (3018) Bst11071  (861)
C1
BspLU11I (3018) BstZ171 (861)
pacl (8005) -EcoRI (927)
Pstl (3001
Saal (3000, pUNO1-mDIABLO
(3932 bp)

Ndel (2822) hCMV enh

SnaBI (2717)
Ecol051 (2717)

hCMYV prom

Spel (2589)

Sacl (2491)

Vspl (2434)
Asel (2434)
BspHI (2376)
Xmnl (2368)

BstXI (2091)
Sacl (2062)

BsrS2

Sspl (1001)

SV40 p(A)

Eco01091 (1275)
XemI (1298)
Dralll (1303)

Nhel (1314)
Mscl (1320)

Hpal (1452)
Mfel (1463)
EcoRI (1548)

(h) Bglobin p(A)

Sspl (1787)
Swal (1801)

EcoO109I (1862)
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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCGGCTCTGAGAAGTTGGGTGACTCGGAGCGTCTG

- 1M A A LR S WV TR RS VC

Ncol (676)

601 CTCTCTGTTCAGGTACAGACAGCGTTTTCCTGTCTTGGCTAACTCTAAGAAACGCTGTTTCTCAGAATTGATAAAACCATGGCACAAAACTGTGTTGACT
13 S L F R YR QR FUPVLANSIKI KR RT CTFSEIL I KPWHIKTVLT

Dralll (713)
701 GGATTTGGCATGACACTGTGTGCGGTTCCTATTGCTCAGAAATCGGAGCCTCATTCTCTCAGTAACGAAGCATTGATGAGGAGGGCTGTGTCTTTGGTAA
47" G F GM T L CA VP I A QK SEZPHSLSNEALMERTR RAVSLV
BstZ171 (861)
Bst11071 (861)
801 CAGATAGCACCTCTACCTTTCTGTCTCAAACCACCTACGCGCTGATTGAAGCAATCACCGAGTATACTAAGGCTGTTTACACGTTAGTGTCTCTGTACCG
80T D S T S T F L SQTTYALTIEATI TEVYTI KAVYTLVS L YR
EcoRI (927)
901 ACAATATACAAGTTTACTTGGGAAGATGAATTCCCAGGAGGAAGATGAGGTGTGGCAGGTAATTATAGGAGCCAGAGTTGAGATGACTTCAAAACAGCAG
113 Q Y T S L L G KM NS QETETUDEUVWAOQVI I GARVEMTSIKNOQNOQ
SspI (1001)
1001 GAATATTTGAAGTTGGAGACCACTTGGATGACAGCGGTTGGCCTTTCAGAGATGGCTGCTGAGGCTGCCTATCAAACTGGAGCAGATCAGGCCTCCATAA
147 E Y L K L E T TWMTAVGL SEMAATEAAYIOQTGATDTU QA S I
1101 CTGCCAGGAATCACATCCAGTTGGTGAAGTCACAGGTACAGGAGGTGCGCCAGCTCTCCCAGAAGGCAGAAACCAAGTTGGCTGAAGCACAGACAAAAGA
180T A R N H I QL VK S QV QE VRQL SQKATETIKTLATEATI QTKE
Eco01091 (1275) Xeml (1298)
1201 GCTGCACCAGAAAGCACAGGAAGTGAGTGATGAGGGGGCTGACCAGGAAGAGGAGGCCTACCTGCGTGAAGATTGAGGGCCTGAGCCCAGTGCCCTGTCC
213 L H Q K A Q E VS DE GADTU QETETEATYTLT RTED e
Mscl  (1320)
Dralll (1303) Nhel (1314)
1301 ATCCACTCTGTGGGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGA

Hpal (1452) Mfel (1463)
1401 AATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAG

EcoRI (1548)
1501 GTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTAC
-

1601 TTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAG

Sspl (1787)
1701 ATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAAT

Swal (1801) Eco01091 (1862)
1801 AATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACT

1901 TAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTG
414 ¢« N R T Y K L P I L E E | T
Sacl (2062) BstXI (2091)
2001 GTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGA
1264T K V L K G NM E I L VF CDZPAYDS S 1l L EURT CMGTCU®PS V VR I
2101 TGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTC
934 S R DV E D S Y P HR VAV I T DFDIKI QGNSVASGI A 1 AE
2201 AGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTG
604 A C V T VR G I Y A E I HV A S 1 I EGTIKTWR RI A A GV HHKN
BspHI (2376)
Xmnl (2368)
2301 TCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAG
264D E Y L M T I K E T AV E V LELUDU QQS I NTFTIKM-




2401

2501

2600

2700

2800

2900

3000

3098

3198

3298

3398

3498

3598

3698

3798
3898

Vspl (2434)

Asel (2434) Sacl (2491)

TCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGC
-

Spel (2589)
TTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAA
- —

ACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCAT

SnaBI (2717)
Ecol05I (2717)
GGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTG

Ndel (2822)
ACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCC

CTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAAC

Pstl  (3001) Peil  (3018)

Sdal (3000)Pacl (3008)  BspLUI1l (3018)
GCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCC
- -
CCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTG

CGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCA

ApaLI (3332)
GTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAA

CCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGG

CCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAAC

AAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTC

Eagl (3768)
Pacl (3748) Swal (3757)  Notl (3767)
TGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCAT

TACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAG
TGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	TechSheet
	Map
	Sequence



