Sgfl (6)  pyvur (7)
Mfel (82)
Eagl (5035) Psp14061 (203)

NotI (5034) Pvull (239)

HindIII (245)
Swal (5024) Bsu36I (291)
Pacl (5015)

Nael (441)
NgoMI (441)
NgoMIV (441)
KasI (535)
Agel (552)

BspHI (560)
XcemI  (600)

Nsil (761)
PpulOI (761)

Dralll (782)

ApaLl (4599)

hEF1-HTLV prom

BspLU111 (4285) ori pMBI1
Pacl (4275)

PstI (4268)
Sdal (4267)

mDDX3X Dralll (983)

Ndel (4089)

SnaBI (3984) hCMV enh

Ecol051 (3984)

SphI (1185)
Pstl (1253)
Bglll (1283)

pUNO1-mDDX3X

(5199 bp)

Spel (3856)
hCMYV prom Bglll (1403)
Sacl (3758) Xbal (1438)
Asel (3701)
BspHI (3643)
Xmnl (3635)

EM7

Stul (3493)
Ecol471 (3493) Bsu36l1 (1717)

BstXI (3358) (h) Bglobin p(A)
Sacl (3329)

SV40 p(A) mod
Ncol (1974)
EcoO1091 (2006)
BsrBI (2022)
Asel (2101)

EcoO1091 (3129)
Swal (3068)

Sspl (3054) EcoRV (2122)
EcoRI (2815) SHI (2149
Mfel (2730) Neol (2442)
Hpal (2719) BStEII  (2566)
Nhel (2581)
125
—
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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
NgoMI (441)
Nael (441)
401
BspHI (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCATCATGAGTCATGTGGCAGTGGAAAATGCGCTCGGGCTGGA
- 1M S HV A V ENA AL GTL D
XemI (600)
601 CCAGCAGTTTGCTGGCCTAGACCTGAACTCTTCAGATAATCAGAGTGGAGGAAGTACAGCAAGCAAAGGGCGTTATATCCCACCTCATTTAAGGAACAGA
13 Q Q F A GLUDTILN NS SIDNA QQSGS G STASI KGR RY I PP HULIRNIR R
PpulOI (761)
Nsil (761) Dralll (782)

701 GAAGCTACTAAAGGATTCTATGACAAAGACAGTTCAGGGTGGAGTTCTAGTAAAGATAAGGATGCATACAGCAGTTTTGGATCACGGGGTGATTCAAGAG
47m E AT K G F Y D K DS S GWS S S KDIKUDAYSSTFGSURGD SR
801 GGAAGTCTAGCTTCTTTGGAGATCGTGGAAGTGGATCAAGGGGAAGGTTTGATGATCGTGGACGGGGAGACTATGATGGCATTGGTGGCCGTGGAGATAG
80G K S S F F G b R GS GSRGRTFDUDU RS GRS GDYUDGI GGU R G DR
Dralll (983)
901 AAGTGGCTTTGGCAAATTTGAAAGAGGTGGAAATAGTCGCTGGTGTGACAAATCAGATGAAGATGACTGGTCAAAGCCACTCCCACCAAGTGAACGATTG
113 S G F G K F E R G G NS RWTZ CUDJ KSDTEUDUDMWS S KUPULUPUZPSERTL
1001 GAACAGGAACTCTTTTCTGGAGGCAATACTGGGATTAACTTTGAGAAATATGATGACATTCCAGTCGAAGCAACAGGCAACAACTGTCCTCCACACATTG
147 E Q E L F S G G NT G I NFEIKYODUDI PV EATIGNNT CUPUPHI
SphI (1185)
1101 AAAGTTTCAGTGATGTCGAGATGGGAGAAATTATTATGGGAAACATTGAGCTTACTCGTTATACTCGCCCAACTCCAGTGCAGAAGCATGCTATTCCTAT
180kE S F S DV EM G E I I M GN I EL TRY TR RU®PTW®PVQKHATI P I
Pstl (1253) BglII (1283)
1201 TATCAAAGAGAAAAGAGACTTGATGGCTTGTGCTCAAACAGGCTCTGGAAAAACTGCAGCATTTCTCTTGCCCATCTTGAGTCAGATCTATGCTGATGGT
213 1| K E K R D LMACAQTS GSGIKTAATFTULULU®PI L SQI YADSG
1301 CCAGGAGAAGCTCTGAGGGCTATGAAGGAAAATGGAAGATATGGCCGTCGTAAACAGTATCCAATCTCTTTGGTACTGGCACCAACGAGAGAATTGGCAG
247 P G E AL R AMKENSGRY GRIRIKI QY®PI1I SLVLAPTR RTETLA
BglII (1403) Xbal (1438)
1401 TGCAGATCTATGAGGAAGCCAGAAAATTCTCATACCGATCTAGAGTCCGTCCTTGCGTGGTTTATGGTGGTGCTGAAATTGGCCAGCAGATTCGAGACTT
280V Q | Y E E AR KF S YRS RV RPCVVYGGAE1I G6GQQ1I R DL
1501 AGAACGTGGATGCCACTTGTTAGTAGCCACTCCAGGACGTCTAGTGGATATGATGGAGAGAGGGAAGATCGGGTTAGACTTCTGCAAATACCTGGTGTTA
313 E R G C HL L VATU®PS GRLVDMMEITRSGIK 11 GL DT FCIKY L VL
1601 GATGAAGCTGACCGGATGTTAGATATGGGGTTTGAACCTCAGATACGAAGAATAGTTGAACAAGACACTATGCCTCCAAAAGGTGTCCGCCACACTATGA
347 D E ADRML DMGT FE®PQI RR I VEQDTMZ®PU®PIKGV R HTMWM
Bsu36I (1717)
1701 TGTTTAGTGCTACTTTTCCTAAGGAAATACAGATGCTGGCCCGTGATTTCTTAGATGAGTACATATTTCTGGCTGTAGGAAGAGTTGGGTCTACTTCAGA
380kM F S A T F P K E Il Q M L A RDTFLDTEY 1l FLAVGRVGS TS E
1801 GAACATCACACAAAAAGTGGTTTGGGTGGAGGAGATAGACAAAAGGTCATTTCTGCTTGACCTTCTAAATGCAACAGGCAAGGATTCCCTGACTCTAGTG
413 N | T Q K VV WV E E I DKWZ RSTFILULUDULLNATSGT KU DT STULTTLV
Ncol (1974)
1901 TTTGTGGAGACCAAAAAGGGGGCAGATTCGCTGGAGGATTTCTTATACCATGAAGGATATGCTTGTACCAGTATCCATGGAGACCGTTCTCAGAGAGATA
447" F V E T K K G A DS L EDTFL Y HEGYA AT CT S 1 HGUDU RS QRD
EcoO1091 (2006) BsrBI (2022)
2001 GGGAAGAGGCCCTTCACCAGTTCCGCTCAGGAAAAAGCCCAATTCTAGTGGCTACAGCAGTAGCAGCAAGAGGACTGGATATTTCAAATGTGAAGCATGT
48R E E A L HQF R S G K S P Il L VATAVAARTGTLIT DI S NVIKHYV
Asel (2101) EcoRV (2122) Sfil  (2149)
2101 TATTAATTTTGACCTGCCTAGTGATATCGAAGAATATGTGCATCGCATAGGCCGTACAGGCCGTGTGGGAAACCTTGGTCTTGCCACCTCATTCTTTAAT
513 I N F DL P S DI EEYVHRI GRTS GRUVGNLGLATSTFFN
2201 GAAAGGAATATAAATATCACAAAGGATTTACTGGATCTTCTTGTTGAAGCAAAACAAGAAGTGCCTTCTTGGTTAGAGAACATGGCTTTTGAACACCACT
547 E R N I N I T K D L L DL L VEAIKI QEVZPSWILENMMATFTEHH
2301 ACAAGGGTAGCAGTCGTGGACGTTCTAAGAGCAGTCGATTTAGTGGAGGGTTTGGTGCCAGAGACTACCGACAGAGTAGCGGTGCCAGCAGTTCCAGCTT
580y K G S S R G R S K S S R F S GG F GAURUDYW RQSSGASS S S F
Ncol (2442)
2401 CAGCAGCAGCCGTGCAAGCAGCAGTCGAAGTGGTGGAGGTGGCCATGGCGGCAGTCGAGGATTTGGTGGAGGTGGCTACGGAGGCTTTTACAACAGTGAT
613 S S S R A S S S R S GGGGHGGGSURGTFGGG GG GYGGF Y NSD
BstEII (2566) Nhel (2581)
2501 GGATATGGAGGGAATTATAACTCCCAGGGGGTTGACTGGTGGGGTAACTGAGCCTGCTCTGTAGTAGGTCACCCTGCCAAAGCTAGCTGGCCAGACATGA
647k G Y G G N Y N S Q G V. D W W G N e _—



2601 TAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCAT

Hpal (2719) Mrfel (2730)
2701 TATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTC

EcoRI (2815)

2801 TACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATA
—_—_— -

2901 GGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCT

SspI  (3054) Swal (3068)
3001 CTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATG

EcoO1091 (3129)
3101 TTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGA

3201 CAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGC
414 ¢ N R T Y K L P I L E E I T T K V L K G NME I L
Sacl (3329) BstXI (3358)
3301 ACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCC
1154v F ¢C D P A Y D S I L E R CMGTC®PSV VR I SRDVETDTSY P HTR
Stul (3493)
Eco1471 (3493)
3401 TGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTC

824 VvV A VvV I T D F DK QGNSVASGI AI AEACVTVRGI Y AE
3501 AATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCG
499 | H V A S 1 I E G T K TR I A A GV HHIKNDTEYLMT I KETA

BspHI (3643)
XmnI (3635)
3601 ACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGAT

154v E V L E L D Q QS I NF T K M-
Asel (3701) Sacl (3758)
3701 GATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGC
o

Spel (3856)
3801 CCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGAC
-

SnaBI (3984)
Ecol051 (3984)
3900 TTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTG

Ndel (4089)
4000 CCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATAC

4100 ACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTA

Pstl (4268)
Sdal (4267)Pacl (4275) BspLU11I (4285)
4200 TTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAA
-

4298 AAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAG

4398 TCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGA

4498 TACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCT

ApaLI (4599)
4598 GTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGC

4698 AGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTT

4798 GGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTT

4898 GCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGG

Eagl (5035)
PacI (5015) Swal (5024) NotI (5034)
4998 GATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGT

5098 AACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCG
5198 AA
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