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NheI (1661)
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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGAGATTTCAGATTTCACAGAAGCCTACCCCACAAC

TACAGAATTTGACTATGGGGACTCCACTCCATGCCAAAAGACTGCTGTAAGAGCCTTTGGGGCTGGACTCCTGCCCCCCCTGTATTCTCTAGTGTTCATC

ATTGGAGTGGTGGGCAATGTCCTAGTGATTCTGGTGCTCATGCAGCATAGGAGGCTTCAAAGCATGACCAGCATCTACCTGTTCAACCTGGCTGTCTCTG

ATCTGGTCTTCCTTTTCACTTTACCTTTCTGGATTGACTACAAGTTGAAAGACGACTGGATTTTTGGTGATGCCATGTGCAAGCTTCTCTCTGGGTTTTA

TTACCTGGGTTTATACAGTGAGATCTTCTTTATCATCCTGTTGACGATTGACAGATACCTGGCCATTGTCCATGCTGTGTTTGCCCTGAGGGCCCGAACT

GTTACTTTTGGCATCATCACCAGTATTATCACCTGGGCCCTAGCCATCTTAGCTTCCATGCCTGCCTTATACTTTTTTAAGGCCCAGTGGGAGTTCACTC

ACCGTACCTGTAGCCCTCATTTCCCCTACAAGAGCCTGAAGCAGTGGAAGAGGTTTCAAGCTCTAAAGCTAAACCTTCTTGGACTAATTTTGCCTCTGTT

AGTCATGATAATCTGCTATGCAGGGATCATCAGAATTCTGCTCAGAAGACCCAGTGAGAAGAAGGTCAAAGCCGTGCGTCTGATATTTGCTATTACTCTT

CTATTCTTCCTCCTCTGGACCCCCTACAATCTGAGTGTATTTGTTTCTGCTTTCCAAGATGTTCTATTCACCAATCAGTGTGAGCAGAGTAAGCAACTGG

ACCTGGCCATGCAGGTGACTGAGGTGATTGCCTACACCCACTGTTGTGTCAACCCAATCATTTATGTTTTTGTGGGTGAACGGTTCTGGAAGTACCTTCG

GCAGCTGTTTCAAAGGCATGTGGCTATACCACTGGCAAAATGGCTGCCCTTCCTCTCTGTGGACCAACTAGAAAGGACCAGTTCTATATCTCCATCCACA

GGAGAACATGAGCTCTCTGCTGGCTTCTGATTCAGACCATAGGTGTCAACCAAGGAAGGTCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTT

GGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAG

TTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATT

CTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCA

ATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTA

AATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCC

AGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCT

AGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATA

GTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCA

AAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGA

TCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATC

CTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCG

TGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCG

GAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAA

ACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAA

GGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGG

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A   Y  

 D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   D   

F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   I   I

  E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   L   M   T   I   K   E   T   A   V   E   V   L   E   L   D  

 Q   Q   S   I   N   F   T   K   M  

 M   E   I   S   D   F   T   E   A   Y   P   T   T

  T   E   F   D   Y   G   D   S   T   P   C   Q   K   T   A   V   R   A   F   G   A   G   L   L   P   P   L   Y   S   L   V   F   I  

 I   G   V   V   G   N   V   L   V   I   L   V   L   M   Q   H   R   R   L   Q   S   M   T   S   I   Y   L   F   N   L   A   V   S   

D   L   V   F   L   F   T   L   P   F   W   I   D   Y   K   L   K   D   D   W   I   F   G   D   A   M   C   K   L   L   S   G   F   Y

  Y   L   G   L   Y   S   E   I   F   F   I   I   L   L   T   I   D   R   Y   L   A   I   V   H   A   V   F   A   L   R   A   R   T  

 V   T   F   G   I   I   T   S   I   I   T   W   A   L   A   I   L   A   S   M   P   A   L   Y   F   F   K   A   Q   W   E   F   T   

H   R   T   C   S   P   H   F   P   Y   K   S   L   K   Q   W   K   R   F   Q   A   L   K   L   N   L   L   G   L   I   L   P   L   L

  V   M   I   I   C   Y   A   G   I   I   R   I   L   L   R   R   P   S   E   K   K   V   K   A   V   R   L   I   F   A   I   T   L  

 L   F   F   L   L   W   T   P   Y   N   L   S   V   F   V   S   A   F   Q   D   V   L   F   T   N   Q   C   E   Q   S   K   Q   L   

D   L   A   M   Q   V   T   E   V   I   A   Y   T   H   C   C   V   N   P   I   I   Y   V   F   V   G   E   R   F   W   K   Y   L   R

  Q   L   F   Q   R   H   V   A   I   P   L   A   K   W   L   P   F   L   S   V   D   Q   L   E   R   T   S   S   I   S   P   S   T  

 G   E   H   E   L   S   A   G   F   •  

AgeI (552)
BstEII (555)

NcoI (560)

NheI (1661)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

2601

2701

2801

2901

3001

3101

141

109

75

42

9

1

13

47

80

113

147

180

213

247

280

313

347



GCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGT

CGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAAC

CGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAG

GACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTC

GGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAG

CCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCA

GAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCC

AGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGA

AAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAAT

TAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAA
AACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101
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