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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
Nael (441)
401
Ncol (560)
Xeml (560)
BstEII (555)
KasI (535) Agel (552) Xmal (586)
501 CTGAGATCACCGGTCACCATGGAGCCCGTGGAGGCCTGGACCCCCGGGAAGGTGGC
- 1M E P VE A WTUP G K V A

Xhol (697)
601 AGCTTGGCTGAGAGGCCTTGATGATGCCCTACAGGACTATCCCTTCGAGGACTGGCAGCTGCCTGGGAAGTACCTGCTGCAGCTCTGTCCCCAAAGCCTC
13 A WL R GLDUDATLI QDYU PTFETDMWO QLU PGIKTYULlLLI QLT CTPAOQS'L
Xmnl (733) Xbal (741)
701 GAGGCTCTGACTGTGTGGCCTTTGGGCCACCAGGAACTCATTCTAGATGGGGTGGAACAACTCCGGGCCCTGGGCTCTAATCTACAGACAGAGAACCTGC
47m E A L T VWP L GHO QETLTI LDGVEH QLTI RALGSNLIUG QTTENTL
HindIII (843)
801 AGAGCCTGGCTCAGGGGCTGCTGGAAAGGACCCAGGCCTTCCAAAGCTTGGTCCAAGGCTCTCTGGGCAACTGTGCTGAGACACCGGCTGACGTCCTCAA
80¥Q S L A Q G LLEZ RTI QATFIQSLVQGSLSGNT CAETTPADVTLK
901 GGCTGCGGTGGAGCTGGTGCGGGAAGCCCATGCCCTCCTCTCTTGGCTCAACGGGTACCTCTTCTCTCACTTAAATGACTTCTCTGCCTGCCAGGAGATT
113 A A V E L VR E A HA L L SWULNGYULTFSHTLNDTFSATCOQE I

Sdal (1029) Bsu36l (1071) BbrPI (1087)
1001 GGCGTGCTGTGCGGGGAGCTGGGCCAAGTCCTGCAGGAGGACTGCCCAGAGGCTGAGAAGGAACGAAACATCCTGAGGATTTGCGGCCACGTGGCTGGGA
147 G VL C G E L G Q V.QET DT CPTEATETZKTET RNITLT RITCGHVAG

Xbal (1188)

1101 TCTGTCACAACATCCTGAGCTGCAGCCCAGAGGAGCTGCTGGAACAGAAGGCCGTGCTGGAGTCGGTGCAGGTGGACGACCCTTCCGGTCTAGAAATTCA

1801 C H N I L S C S P E E L L E QKAVLESVQVDDZPSGLTE I H
Dralll (1219)

1201 CACCACCAGCAACTGCCTGCACTTTGTGTCCCGAGTAGGGGTTCAGGCTGCCACCAGCTCCCAGATCCTGCCAGGAGACGAGATTGTCCAGGTCAATGAG

213 T T S N CL HF V SRVGVQAATSSAQI L P GDETI V QVNE
1301 CAGGTGGTGGTGGGCTGGTCCCATAAGAACATGCTGAGGAAGCTGCTGAGGGAACCAGCAAAGGTCAGCCTGGTACTGAAGAAGATTCCCGTGCCAGAGA
247» Q V.V V G W S HK NMULIR KL L REWPAKVSLVLIKTEKTI PV PE

1401 CCCCCTCACAGACGTCCCTGGACTCTCCTCACCTGCTAAGCCAATCGCTGCCCCTGAACCCACCGTCTCCCAGGGTTCCATCTGAAGGTCTTTTAGCAGA
280kT P S Q T S L DS PHULTULSQSULZPLNPTPSZPRVZPSETGTLTLATD
1501 TGGAACTCCTGGACCCAGCCCTGCTTGGACAGACTCTACCTCCCTTGACGCTCAGTCCCCGCCCACTCCCCCTGGACCACCAGGCGTACTTCCAGAAGAA
313 6 T P GP SPAWTODSTSLDAQS®PPT®PPGPUPGVLTZPTEE
PshAI (1633)
1601 ACAGCAGAACCTCTGGAGTCTTCGGGACACCCTGACAAGAGTCCCATCCTTGGTCGGAAGAAATCTAAAGGTATAGCCACGAGGCTGAGCCGCCGCCGGG
347 T A E P L E S S GHPDJKSZPI L GRIKIZKZSIKGI ATRILSHR RTR RITR R
Kasl (1784)
1701 TGTCCTGCCGAGAGTTGGGTCTGCCGGATTGTGATGGATGGCTTCTACTGCGGAAGGTACCCGGTGGCTTTATGGGCCCACGCTGGCGCCGCTGCTGGTT
38V S C R E L G L P DCDGMWTLTLTLT RIKVZPGGTFMGTPH RWTR RI RTCWTF
1801 TGTGCTCAAGGGACACACCCTATACTGGTACCGCCAACCCCAGGATGAAAAGGCCGAAGGGCTTATCAATCTCTCCAACTACAGCCTAGAGAGTGGACAT
413 V L K G H T LY WY RO QPO QDTETZ KA ATESGTL I NL SNYSLESSGH
BsrGI (1940) Tth111I (1968)
1901 GACCAGAAGAAAAAATATGTGTTCCAGCTGACCCATGATGTGTACAAGCCCTTCATCTTTGCTGCCGAGACCCTGTCTGATCTGAGCAAGTGGGTGCGAC
447 D Q K K K Y V F Q L T HDVYIKTZPTFI FAATETTLSUDTLSZKMWVTR R
2001 ATCTCATTACCTGCATTTCCAAGTACCAGGCTCAAGGCCGGGCCCCCTCCTCTGCCAGAGAGGAAGACTGCTACAGTGAGACAGAAGCAGAAGACCCCGA
480kH L I T C I S K Y QA QGRAPJSSARTETEDTCYSETTEATETDTFPTD
BsrBI (2115)
SandI (2110) Xeml (2134)
2101 TGAGGAGGTTGGGTCCCGCTCCGCTTCTCCTGGCCCAGCTCAAGCGTGGAGTGACACATCACCCGTGGCTTCACCCCTGCAGAGTCCGAGAACTTCCTTT
513 E E V G S R S A S P GPAOQAWSTDTSU®PVASTPLAOQSZ®PRTSTF
2201 AACTCTTCACCAGACAGCAGTGACAGAGCCCTGGAAGGAATGGTACAGGGGCTGAGGCAGGGAGGGGTGTCCCTCCTGGGCCAGCCCCAGCCCCTGACCC
547 N S S P DS SDURALTESGMVOQGLU RIOQGGVYVY SLLGQPIOQ®PTLT

BspHI (2321) ApaLl (2357)
2301 ATGAACAATGGCGGAGTTCTTTCATGAGGCGCAACCGTGACCCTCATCTCAATGAGCGTGCACACCGTATCCGGGCACTCCAGAGCACCCTCAAGGCAAA
580kH E Q W R S S FMRI RNI RIDUPUHLNEI RAHT RI RALOQSTL KA K

2401 GCTGCAGGAACTGCAGGCCCTGGAGGAAGTGCTGGGTGATCCTGAACTCACAAGTGCAAAGTTCCGACAGTGGAAGGAACAGAACCAGGAGCTATACTCA
613 L Q E L Q AL EE VL GDZPETLTSAKTFRIQWIKTEU QNAQETLYS
2501 GAGGGCCTGAGAACCTGGGGAGGGACGTGGGCCCAGACCAGCTCCTCAGACCCAAACTCTGACTCCAGGGCTCATTCCCCACAGCCCCTCCCCTTTGATC
647 E G L R T WG G TWAQTSSSDPNSDS S RAHSU®PQPLPTFD



Mscl (2695)
Nhel (2689)
2601 CTGAAGAGCCCTCCCAGCTTTTTCCCTTAACCCCAGAGAACAGCT GCCAACCTCCTGACCTCTGACCCTGGCTGAGGACTACTTCATTCGCTAGCTGGCC
680kP E E P S Q L F P L TP ENZSCOQP P DL e —
2701 AGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTT

Hpal (2827) Mfel (2838)
2801 GTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGT

EcoRI (2923)
2901 AAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAAT
- -

3001 AAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTG

Sspl  (3162) Swal (3176)
3101 AACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAA

3201 AATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAG

3301 AAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCT

414 ¢ N R T Y K L P I L E E I T T K V L K G N M E

Sacl (3437)
3401 CAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTA
1184 | L V F C DP A Y DS 1 L ERTCMSGT C®PSVVZRI SRDVETDS'Y
3501 GGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATG
854 P H R VA V I T D F DK QGNSVASGI A1l A EATCVTVR G I
3601 TAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCT
514Y A E I HV A S | | E GT K TR I A AGV HHIKNDTEYLWMT I K E
BspHI (3751)
Xmnl (3743)

3701 CAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACT

184 T A VE VL E L DQQS I NFTKM=-
Asel (3809) Sacl (3866)
3801 ATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACAC
e

Spel (3964)
3900 GCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGG
-

SnaBI (4092)
3999 GGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTA

Ndel (4197)
4099 GATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGC

4199 ATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACAT

Sdal (4375)  Pacl (4383) BspLU11I
4299 ACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACA
-

4397 TGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCG

4497 ACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCG

4597 CTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCA

ApaLl (4707)
4697 AGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCC

4797 ACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGA

4897 ACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTT

4997 TTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTC

Eagl (5143)
Pacl (5123) Swal (5132) NotI (5142)
5097 ACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGT

5197 GTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATT
5297 TCTCTATCGAA
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