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pUNO1-mCLEC12A
(4015 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

mCLEC12A

SgfI (6)
PvuI (7)

Psp1406I (203)
HindIII (245)

Bsu36I (291)

NgoMIV (441)
AgeI (552)

BspLU11I (560)
EcoO109I (599)

DraIII (1166)
ScaI (1229)

Tth111I (1246)
NdeI (1293)

NheI (1397)
MscI (1403)

HpaI (1535)

EcoRI (1631)

SapI (1813)
SspI (1870)

SwaI (1884)
EcoO109I (1945)

SacI (2145)
BstXI (2174)

StuI (2309)

BbsI (2455)
AseI (2517)

SacI (2574)

SpeI (2672)

SnaBI (2800)

NdeI (2905)

SdaI (3083)
PstI (3084)
PacI (3091)

BspLU11I (3101)

ApaLI (3415)

PacI (3831)
SwaI (3840)
NotI (3850)
EagI (3851)

19K25v40



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAACATGTCTGAAGAAATTGTTTATGCAAATCTCAAAATCCA

GGACCCTGATAAAAAAGAAGAAACCCAGAAGTCTGACAAATGTGGGGGAAAAGTATCCGCCGATGCTTCCCATTCACAGCAAAAAACAGTCTTGATTCTG

ATTCTTCTATGCCTTCTGCTGTTCATTGGAATGGGGGTCTTAGGAGGCATCTTTTATACAACTTTGGCAACAGAAATGATAAAATCGAATCAATTGCAAA

GGGCCAAGGAAGAACTTCAGGAAAATGTTTCCCTACAGCTGAAGCACAATCTCAACAGCTCCAAGAAAATCAAGAACCTTTCTGCCATGCTGCAAAGCAC

AGCCACCCAGCTGTGCCGAGAGCTGTATAGCAAAGAACCAGAGCACAAATGTAAACCATGTCCAAAGGGTTCAGAATGGTACAAGGACAGCTGTTATTCT

CAACTCAATCAGTATGGAACATGGCAAGAGAGTGTCATGGCCTGCTCTGCTCGGAATGCCAGCCTCCTGAAGGTTAAGAACAAGGATGTGCTGGAATTTA

TAAAGTACAAGAAGCTACGCTATTTTTGGCTTGCATTGTTGCCCAGAAAAGATCGCACACAATATCCACTAAGTGAGAAGATGTTCCTCTCTGAAGAGTC

TGAAAGAAGCACAGATGACATAGATAAGAAGTACTGCGGATATATAGACAGGGTCAATGTTTATTATACATACTGCACTGATGAGAACAATATCATATGT

GAAGAGACAGCCAGCAAGGTGCAGTTGGAAAGTGTGTTGAATGGCCTCCCAGAGGATAGCAGGTAGCTACTCTGAGTTGCTTGTCCCTAGCTGCTCTGCT

AGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTG

CTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTA

AAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAG

GGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCC

AAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATT

GCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACC

TTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCC

ATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCA

TCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCC

TGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGT

GATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCC

GATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCAC

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K   G  

 N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D   V   E   

D   S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R

  G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   L   M   T  

 I   K   E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F   T   K   M  

 M   S   E   E   I   V   Y   A   N   L   K   I   Q

  D   P   D   K   K   E   E   T   Q   K   S   D   K   C   G   G   K   V   S   A   D   A   S   H   S   Q   Q   K   T   V   L   I   L  

 I   L   L   C   L   L   L   F   I   G   M   G   V   L   G   G   I   F   Y   T   T   L   A   T   E   M   I   K   S   N   Q   L   Q   

R   A   K   E   E   L   Q   E   N   V   S   L   Q   L   K   H   N   L   N   S   S   K   K   I   K   N   L   S   A   M   L   Q   S   T

  A   T   Q   L   C   R   E   L   Y   S   K   E   P   E   H   K   C   K   P   C   P   K   G   S   E   W   Y   K   D   S   C   Y   S  

 Q   L   N   Q   Y   G   T   W   Q   E   S   V   M   A   C   S   A   R   N   A   S   L   L   K   V   K   N   K   D   V   L   E   F   

I   K   Y   K   K   L   R   Y   F   W   L   A   L   L   P   R   K   D   R   T   Q   Y   P   L   S   E   K   M   F   L   S   E   E   S

  E   R   S   T   D   D   I   D   K   K   Y   C   G   Y   I   D   R   V   N   V   Y   Y   T   Y   C   T   D   E   N   N   I   I   C  

 E   E   T   A   S   K   V   Q   L   E   S   V   L   N   G   L   P   E   D   S   R   •  

SgfI (6)
PvuI (7)

Psp1406I (203) HindIII (245) Bsu36I (291)

NgoMIV (441)

AgeI (552) BspLU11I (560) EcoO109I (599)

DraIII (1166)

ScaI (1229) Tth111I (1246) NdeI (1293)

NheI (1397)

MscI (1403)

HpaI (1535)

EcoRI (1631)

SapI (1813) SspI (1870) SwaI (1884)

EcoO109I (1945)

SacI (2145) BstXI (2174)

StuI (2309)

BbsI (2455)

AseI (2517) SacI (2574)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

141

121

87

54

21

1

13

47

80

113

147

180

213

247



CGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGT

CAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAA

TACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTA

CTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGG

GAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAG

AACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAA

ATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCT

GCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGC

TCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTAT

CGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAG

AAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGT

GGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAA

ACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTT

TTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAA
CATTTCTCTATCGAA

SpeI (2672)

SnaBI (2800)

NdeI (2905)

SdaI (3083)
PstI (3084)

PacI (3091)

BspLU11I (3101)

ApaLI (3415)

PacI (3831) SwaI (3840) NotI (3850)
EagI (3851)
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2701

2801

2901

3001

3101

3201

3301

3401

3501

3601

3701

3801

3901
4001
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