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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

BspHI (560)
KasI (535) Agel (552)

501 CTGAGATCACCGGTCATCATGAGCAAGCTGTCGCAGCCAGCCACTACTCCAGGAGT

- 1IPM S K L S QP ATTUP G V

Pvull (658)

601 GAATGGAATAAGTGTCATTCATACTCAGGCACATGCCAGCGGCTTACAGCAGGTTCCTCAGCTGGTGCCCGCTGGGCCTGGGGGAGGGGGCAAGGCTGTG
138 NG 1 S VI HTQAHASGLQQVPQLVPAGPG GGG GG GTK KAV

Ncol (731) BsrBI (769)
701 CCTCCAAGCAAGCAAAGCAAAAAGAGCTCACCCATGGATCGGAATAGTGACGAATACCGCCAGCGCAGAGAGCGGAACAATATGGCGGTGAAAAAAAGCC
47 P P S K Q S K K S S P M DU RNJSIDTEYRQRI REIR RNNMMAVK K S
801 GGTTAAAAAGCAAGCAGAAAGCTCAAGATACACTGCAAAGAGTAAACCAGCTCAAGGAAGAGAATGAACGGTTGGAAGCCAAAATTAAGTTGCTGACAAA
80FR L K S K Q K AQDTULI QRVN QLIKTETENE R RILTEAIKI KL L TK

Fspl (936)

SphI (933)

901 GGAATTAAGTGTACTGAAAGATTTGTTTCTTGAGCATGCGCACAGCCTCGCAGACAACGTGCAGCCCATCAGCACGGAAACTACAGCGACAAATTCTGAT
113 E L S V L K DL F L EHAHSILADNV QP11 STETTATNSTD
Mscl (1044)

BglII (1013) Nhel (1038)
1001 AACCCAGGGCAGTAGATCTCCTTCCAGGCCCAGGGCTTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCA
147 N P G Q e

Hpal (1176) Mrfel (1187)
1101 GTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCAT

EcoRI (1272)
1201 TTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACT
- -

1301 TTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCC

1401 TCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCC

SspI  (1511) Swal (1525) EcoO01091 (1586)
1501 CTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAAT

1601 ATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTG
+414 ¢ N R T Y K

1701 AGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACA
1344L P | L E E I T T K V L K GNWME I L VF CDUPAYDS 1l L ERCWM

BstXI (1815)

1801 TGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCAC

1914 6 ¢C P S VV R 1 S R DV EDSYPHRVAUV I TDFUDJIKI QGNSV
Stul (1950)

1901 AGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATG

684 A S G I A I A EA CVTVZ RGI YAETI HVASI1I I EGTIK TR I
BbsI (2096)
XmnI (2092)
2001 GCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCT

344A° A G V H H K NDE Y LMTI1I KETAVEJUVTLTETLTUDI GQQS I NTFTK
BspHI (2100) Asel (2158)
2101 TCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATC
11 M - —

2200 TGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAA

Spel (2313)
2300 AGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGA
- @ -

SnaBI (2441)
2399 TGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATG




Ndel (2546)
2499 CCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCC

2599 ACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCG

Pstl (2725)
Sdal (2724)Pacl (2732)  BspLUILI (2742)

2699 GGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGC

-

2797 TGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGC

2897 GTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCT

ApaLI (3056)
2997 CATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTAT

3097 CCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGG

3197 TGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGA

3297 GTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAG

Eagl (3492)
Pacl (3472) Swal (3481)  NotI (3491)
3397 ATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGC

3497 CGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACA
3597 AACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	TechSheet
	Map
	Sequence



