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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
Ncol (560)
BstEII (555)
KasI (535) Agel (552)
501 CTGAGATCACCGGTCACCATGGAGTCGGCCGACTTCTACGAGGTGGAGCCGCGGCC
- 1M E S A DF Y E V E P R P

601 CCCGATGAGCAGTCACCTCCAGAGCCCCCCGCACGCGCCCAGCAACGCCGCCTTTGGCTTTCCCCGGGGCGCGGGLLCCCGLGLLCGLLCCCCAGLCCCACcT
13 P M S S HL QS®PUPHAPSNAATFG GTFU®PRGAGTPAUPU®PUPAUPTP
701 GCCGCCCCGGAGCCGCTGGGCGGCATCTGCGAGCACGAGACGTCTATAGACATCAGCGCCTACATCGACCCGGCCGCCTTCAACGACGAGTTCCTGGCCG
47 A A P E P L G G I CE HE TSI DI SAY | DPAATFNUDTETFLA
801 ACCTCTTCCAGCACAGCCGACAGCAGGAGAAGGCCAAGGCGGCGGCGGGCCCCGCGGGTGGCGGCGGTGACTTTGACTACCCGGGAGCCCCGGLGGGCCC
80D L F Q H S R Q Q E K AKAAAGPAGS GG GG GTDTFU DY P GAZPAGF©P®P
901 CGGCGGCGCGGTCATGTCCGCGGGGGCGCACGGGCCCCCTCCCGGCTACGGCTGTGCGGCGGCCGGCTACCTGGACGGCAGGCTGGAGCCCCTGTACGAG
113 G G A VM S A GA HG®PUPUPGYGCAAAGY LUDSGH RILTETUPTL Y E
KasI (1008)
1001 CGCGTCGGGGCGCCCGCGCTACGGCCGCTGGTGATCAAACAAGAGCCCCGCGAGGAGGACGAGGCGAAGCAGCTGGCGCTGGCCGGCCTCTTCCCCTACC
147 R V G AP A L RPL VI KQEWPR RTETEUDTEAKI QLALAGTLTFUPY
Mlul (1133)
1101 AGCCACCGCCGCCACCGCCACCGCCGCACCCGCACGCGTCTCCCGCGCACCTGGCCGCCCCCCACTTGCAGTTCCAGATCGCGCACTGCGGCCAGACCAC
180kQ P P P P P P P P HPHASUPAMHLAAPHILI QFQI A HCGAO QTT
Mscl (1215) Sfil  (1282)

1201 CATGCACCTACAGCCTGGCCACCCCACACCGCCGCCCACGCCCGTGCCCAGCCCGCACGCTGCGLCCCGCCTTGGGTGCTGCGGGCCTGCCTGGCCLCLCGGG
213 M H L Q P GH P TP PP TWPVZPSPHAAPALGAAGTLUPGTZPSG
BssHII (1301) XemI (1385)

1301 AGCGCGCTCAAGGGCTTGGCCGGTGCGCACCCCGACCTCCGCACGGGAGGCGGCGGCGGTGGCAGCGGTGCCGGTGCGGGCAAAGCCAAGAAGTCGGTGG
247 S AL K G L AAGA HPDULU RTSG GGG GGG GG SGAGAG GIZKAIKK SV
1401 ACAAGAACAGCAACGAGTACCGGGTACGGCGGGAACGCAACAACATCGCGGTGCGCAAGAGCCGAGATAAAGCCAAACAACGCAACGTGGAGACGCAACA
280D K N S N E Y R VR R E R NN 1T A VR K S RDI KA AIKI QRNVETAOQAQ
1501 GAAGGTGCTGGAGTTGACCAGTGACAATGACCGCCTGCGCAAGCGGGTGGAACAGCTGAGCCGTGAACTGGACACGCTGCGGGGCATCTTCCGCCAGCTG
313 K V L E L T S DNDU RILI RI KT RVEA QL SRETLUDTTULIT RSGI F R QL

MsclI (1651)
Ncol (1622) Nhel (1645)
1601 CCTGAGAGCTCCTTGGTCAAGGCCATGGGCAACTGCGCGTGAGGCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTA
347k P E S S L VK A M G N C A o

Hpal (1783) Mfel (1794)
1701 GAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTG

EcoRI (1879)
1801 CATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAG
- -

1901 CAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTT

2001 TGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCC

SspI (2118) Swal (2132)
2101 ACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCT

2201 TCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGT
14141 ¢ N R T

2301 GTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCT
1374 Y K L P I L E E I T T K VL KGNME I L VF CDZPAYUDS I L E

BstXI (2422)
2401 CTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGT
1034R C M G C P SV VR 1 SRDVEDSYU®PHRVAV I TDFDJIKQGN
Stul (2557)
2501 TGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGT
74 S VvV A S G I A Il A EA CVTVZ RGI YATEI HVASI1T I EGTIKT
Xmnl ( 2699)

2601 CCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTG
374 R | A A GV HHIKNUDTETYLMTI KETAVEVTLTETLUDA QOQS I N




2701

BspHI (2707)
BbsI (2703) Asel (2765)
AAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAG

34F T K M - -

2801

2900

2999

3099

3199

3299

3397

3497

3597

3697

3797

3897

3997

4097
4197

CTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACAT

Spel (2920)
TTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGC
-

SnaBI (3048)
CCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGG

Ndel (3153)
CATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAA

ATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAG

Pstl  (3332)

Sdal (3331)Pacl (3339) BspLU11I (3349)
CCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCC
e

GCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGAT

ACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGC

ApaLI (3663)
GCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGC

GCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATG

TAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGG

AAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCT

Pacl (4079) Swal (4088)
CAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAAT

NotI (4098)
C AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAA
CAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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