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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGCCATCTCAACTGGTTTGTTCCTGCTGCTGGGGCT

CCTTGGCCAGCCCTGGGCAGGGGCTGCTGCTGATTCACAGGCTGTGGTGTGCGAGGGGACTGCCTGCTATACAGCCCATTGGGGCAAGCTGAGTGCCGCT

GAAGCCCAGCATCGCTGCAATGAGAATGGAGGCAATCTTGCCACCGTGAAGAGTGAGGAGGAGGCCCGGCATGTTCAGCAAGCCCTGACTCAGCTCCTGA

AGACCAAGGCACCCTTGGAAGCAAAGATGGGCAAATTCTGGATCGGGCTCCAGCGAGAGAAGGGCAACTGTACGTACCATGATTTGCCAATGAGGGGCTT

CAGCTGGGTGGGTGGTGGAGAGGACACAGCTTATTCAAACTGGTACAAAGCCAGCAAGAGCTCCTGTATCTTTAAACGCTGTGTGTCCCTCATACTGGAC

CTGTCCTTGACACCTCACCCCAGCCATCTGCCCAAGTGGCATGAGAGTCCCTGTGGGACCCCCGAAGCTCCAGGTAACAGCATTGAAGGTTTCCTGTGCA

AGTTCAACTTCAAAGGCATGTGTAGGCCACTGGCGCTGGGTGGTCCAGGGCGGGTGACCTATACCACCCCTTTCCAGGCCACTACCTCCTCTCTGGAGGC

TGTGCCTTTTGCCTCTGTAGCCAATGTAGCTTGTGGGGATGAAGCTAAGAGTGAAACCCACTATTTCCTATGCAATGAAAAGACTCCAGGAATATTTCAC

TGGGGCAGCTCAGGCCCACTCTGTGTCAGCCCCAAGTTTGGTTGCAGTTTCAACAACGGGGGCTGCCAGCAGGATTGCTTCGAAGGTGGCGATGGCTCCT

TCCGCTGCGGCTGCCGGCCTGGATTTCGACTGCTGGATGATCTAGTAACTTGTGCCTCCAGGAACCCCTGCAGCTCAAACCCATGCACAGGAGGTGGCAT

GTGCCATTCTGTACCACTCAGTGAAAACTACACTTGCCGTTGTCCCAGCGGCTACCAACTGGACTCTAGCCAAGTGCACTGTGTGGATATAGATGAGTGC

CAGGACTCCCCCTGTGCCCAGGATTGTGTCAACACTCTAGGGAGCTTCCACTGTGAATGTTGGGTTGGTTACCAACCCAGTGGCCCCAAGGAAGAGGCCT

GTGAAGATGTGGATGAGTGTGCAGCTGCCAACTCGCCCTGTGCCCAAGGCTGCATCAACACTGATGGCTCTTTCTACTGCTCCTGTAAAGAGGGCTATAT

TGTGTCTGGGGAAGACAGTACCCAGTGTGAGGATATAGATGAGTGTTCGGACGCAAGGGGCAATCCATGTGATTCCCTGTGCTTCAACACAGATGGTTCC

TTCAGGTGTGGCTGCCCGCCAGGCTGGGAGCTGGCTCCCAATGGGGTCTTTTGTAGCAGGGGCACTGTGTTTTCTGAACTACCAGCCAGGCCTCCCCAAA

AGGAAGACAACGATGACAGAAAGGAGAGTACTATGCCTCCTACTGAAATGCCCAGTTCTCCTAGTGGCTCTAAGGATGTCTCCAACAGAGCACAGACAAC

AGGTCTCTTCGTCCAATCAGATATTCCCACTGCCTCTGTTCCACTAGAAATAGAAATCCCTAGTGAAGTATCTGATGTCTGGTTCGAGTTGGGCACATAC

CTCCCCACGACCTCCGGCCACAGCAAGCCGACACATGAAGATTCTGTGTCTGCACACAGTGACACCGATGGGCAGAACCTGCTTCTGTTTTACATCCTGG

GGACGGTGGTGGCCATCTCACTCTTGCTGGTGCTGGCCCTAGGGATTCTCATTTATCATAAACGGAGAGCCAAGAAGGAGGAGATAAAAGAGAAGAAGCC

TCAGAATGCAGCCGACAGCTATTCCTGGGTTCCAGAGCGAGCAGAGAGCCAAGCCCCGGAGAATCAGTACAGCCCAACACCAGGGACAGACTGCTGAAGA
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CTATGTGGCCTTAGAGACAGCTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTT

ATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTC

AGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAA

GCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGG

AGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATAT

TCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTA

GTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCT

CAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGAC

CACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCA

ATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGT

GCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCT

ATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACG

AGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA C T

A G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCA

TCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACC

GTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGG

AAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTT

ATGTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGC

TCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTC

CCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGG

TATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTG

AGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAA

GTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCC

GGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTA

CGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTA

TTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTG
TCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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