
100

pUNO1-mCD1D1
(4223 bp)

BsrS2
SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

mCD1D1

SgfI (6)
PvuI (7)

MfeI (82)
Psp1406I (203)

HindIII (245)
Bsu36I (291)

NgoMIV (441)
BspEI (558)

SphI (566)
Acc65I (572)

NcoI (580)

NcoI (775)
NdeI (823)

HindIII (960)

Bsp120I (1034)

BstXI (1186)
MscI (1224)

XcmI (1264)
BstEII (1294)

SdaI (1406)
AvrII (1428)

EcoRV (1441)
ScaI (1497)

Eco47III (1555)
NheI (1605)

MscI (1611)
HpaI (1743)

MfeI (1754)
EcoRI (1839)

SapI (2021)
SspI (2078)

SwaI (2092)
SacI (2353)

BstXI (2382)

StuI (2517)

XmnI (2659)
AseI (2725)

SacI (2782)

SpeI (2880)

SnaBI (3008)

NdeI (3113)

SdaI (3291)
PacI (3299)

BspLU11I (3309)

ApaLI (3623)

PacI (4039)
SwaI (4048)
NotI (4058)
EagI (4059)

18J18v42



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGCTCCGGACAGCATGCGGTACCTACCATGGCTGTTGCTGTGGGC

ATTCCTACAGGTCTGGGGACAATCTGAAGCCCAGCAAAAGAATTACACCTTCCGCTGCCTGCAGATGTCTTCCTTTGCAAACAGAAGCTGGTCCCGCACA

GACAGCGTGGTCTGGCTGGGGGATCTGCAGACTCACCGTTGGAGTAATGACTCAGCCACCATCAGCTTCACGAAGCCATGGTCCCAGGGCAAGTTGAGTA

ACCAGCAGTGGGAGAAGTTGCAGCATATGTTTCAAGTCTATCGAGTCAGCTTTACCAGGGACATACAGGAATTAGTCAAAATGATGTCACCTAAAGAAGA

CTATCCCATTGAGATCCAGCTGTCTGCGGGCTGTGAAATGTACCCTGGGAATGCTTCGGAAAGCTTTTTACACGTAGCATTTCAAGGAAAATATGTCGTG

AGATTCTGGGGAACGTCCTGGCAGACAGTCCCAGGGGCCCCATCTTGGTTAGACTTGCCCATCAAAGTGCTCAACGCTGATCAAGGGACAAGTGCAACCG

TGCAGATGCTCCTGAATGACACCTGCCCCCTATTTGTCCGTGGTCTCCTAGAGGCAGGGAAGTCAGACCTAGAGAAGCAAGAGAAGCCAGTGGCCTGGTT

GTCCAGTGTCCCCAGCTCTGCACATGGCCATAGGCAGCTGGTGTGTCATGTCTCTGGCTTCTACCCAAAACCTGTGTGGGTGATGTGGATGCGGGGTGAC

CAGGAGCAACAGGGTACTCACAGAGGTGATTTCCTGCCAAATGCTGATGAGACATGGTATCTTCAAGCAACCCTGGATGTGGAGGCTGGAGAGGAAGCTG

GCCTGGCCTGCAGGGTGAAGCACAGCAGCCTAGGAGGACAGGATATCATCCTCTACTGGGATGCCAGGCAAGCACCCGTGGGCCTGATCGTCTTCATAGT

ACTGATCATGCTAGTGGTGGTGGGTGCTGTAGTCTACTATATCTGGAGAAGGAGAAGCGCTTATCAAGACATCCGGTGACTCTTCCTTACACCTGCCTCT

CCTGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGA

TGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAG

GTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCT

TTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGT

ATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAAT

ACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACA

AAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACC

AGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGT

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   

L   K   G   N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D

  V   E   D   S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V  

 T   V   R   G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   

L   M   T   I   K   E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F   T   K   M  

 M   R   Y   L   P   W   L   L   L   W   A

  F   L   Q   V   W   G   Q   S   E   A   Q   Q   K   N   Y   T   F   R   C   L   Q   M   S   S   F   A   N   R   S   W   S   R   T  

 D   S   V   V   W   L   G   D   L   Q   T   H   R   W   S   N   D   S   A   T   I   S   F   T   K   P   W   S   Q   G   K   L   S   

N   Q   Q   W   E   K   L   Q   H   M   F   Q   V   Y   R   V   S   F   T   R   D   I   Q   E   L   V   K   M   M   S   P   K   E   D

  Y   P   I   E   I   Q   L   S   A   G   C   E   M   Y   P   G   N   A   S   E   S   F   L   H   V   A   F   Q   G   K   Y   V   V  

 R   F   W   G   T   S   W   Q   T   V   P   G   A   P   S   W   L   D   L   P   I   K   V   L   N   A   D   Q   G   T   S   A   T   

V   Q   M   L   L   N   D   T   C   P   L   F   V   R   G   L   L   E   A   G   K   S   D   L   E   K   Q   E   K   P   V   A   W   L

  S   S   V   P   S   S   A   H   G   H   R   Q   L   V   C   H   V   S   G   F   Y   P   K   P   V   W   V   M   W   M   R   G   D  

 Q   E   Q   Q   G   T   H   R   G   D   F   L   P   N   A   D   E   T   W   Y   L   Q   A   T   L   D   V   E   A   G   E   E   A   

G   L   A   C   R   V   K   H   S   S   L   G   G   Q   D   I   I   L   Y   W   D   A   R   Q   A   P   V   G   L   I   V   F   I   V

  L   I   M   L   V   V   V   G   A   V   V   Y   Y   I   W   R   R   R   S   A   Y   Q   D   I   R   •  

SgfI (6)
PvuI (7)

MfeI (82)

Psp1406I (203) HindIII (245) Bsu36I (291)

NgoMIV (441)

BspEI (558)
SphI (566)

Acc65I (572)
NcoI (580)

NcoI (775)

NdeI (823)

HindIII (960)

Bsp120I (1034)

BstXI (1186)

MscI (1224) XcmI (1264) BstEII (1294)

SdaI (1406) AvrII (1428) EcoRV (1441) ScaI (1497)

Eco47III (1555)

NheI (1605)
MscI (1611)

HpaI (1743) MfeI (1754)

EcoRI (1839)

SapI (2021) SspI (2078) SwaI (2092)

SacI (2353) BstXI (2382)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

141

123

1

11

45

78

111

145

178

211

245

278

311



CCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGAC

AGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAG

AGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTAT

ACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGA

CCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCC

ATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCG

ATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAG

GGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGT

TACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGT

TAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCA

TCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTT

CCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGG

TCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACA

CGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGC

TACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTG

GTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTG

GAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTG

TTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGG
TGCCAGAACATTTCTCTATCGAA
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