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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301

NgoMIV (441)
401

Sphl (566) Ncol (580)
BspEI (558) Acc65I (572)

501 CTGAGATCACCGGCTCCGGACAGCATGCGGTACCTACCATGGCTGTTGCTGTGGGC

- 1M R Y L PW L L LW A

601 ATTCCTACAGGTCTGGGGACAATCTGAAGCCCAGCAAAAGAATTACACCTTCCGCTGCCTGCAGATGTCTTCCTTTGCAAACAGAAGCTGGTCCCGCACA
11 F L Q VW G Q S EAQQKNJYTT FRCULQMSSTFANTZ RS SWSRT
Ncol (775)
701 GACAGCGTGGTCTGGCTGGGGGATCTGCAGACTCACCGTTGGAGTAATGACTCAGCCACCATCAGCTTCACGAAGCCATGGTCCCAGGGCAAGTTGAGTA
45* D SV VW L GD LQTHT RWSNDSAT I SFTI KT PWSQGTIK LS
Ndel (823)
801 ACCAGCAGTGGGAGAAGTTGCAGCATATGTTTCAAGTCTATCGAGTCAGCTTTACCAGGGACATACAGGAATTAGTCAAAATGATGTCACCTAAAGAAGA
78N Q QW E K LQ HM FQV YRV S FTRD I QE LV KMMSUPTIKETD
HindIII (960)
901 CTATCCCATTGAGATCCAGCTGTCTGCGGGCTGTGAAATGTACCCTGGGAATGCTTCGGAAAGCTTTTTACACGTAGCATTTCAAGGAAAATATGTCGTG
111 Y P | E 1 Q L S A G C EM Y PG NASESTFLHVATFQGI K Y VYV
Bsp1201 (1034)
1001 AGATTCTGGGGAACGTCCTGGCAGACAGTCCCAGGGGCCCCATCTTGGTTAGACTTGCCCATCAAAGTGCTCAACGCTGATCAAGGGACAAGTGCAACCG
145 R FW G T SWQTV PGAZPSWLDTULZPIKVILNADGO QGTSAT
BstXI (1186)
1101 TGCAGATGCTCCTGAATGACACCTGCCCCCTATTTGTCCGTGGTCTCCTAGAGGCAGGGAAGTCAGACCTAGAGAAGCAAGAGAAGCCAGTGGCCTGGTT
1778V Q M L L N D T C P L FV RG L L EAGI K SDILTET KA QET KT PVAWL
Mscl (1224) Xeml (1264) BstEII (1294)
1201 GTCCAGTGTCCCCAGCTCTGCACATGGCCATAGGCAGCTGGTGTGTCATGTCTCTGGCTTCTACCCAAAACCTGTGTGGGTGATGTGGATGCGGGGTGAC
211 S SV P S S A HGHRQULVC CHVYVY SGFYPIKU PVWVMWMTE RGHD
1301 CAGGAGCAACAGGGTACTCACAGAGGTGATTTCCTGCCAAATGCTGATGAGACATGGTATCTTCAAGCAACCCTGGATGTGGAGGCTGGAGAGGAAGCTG
245 Q EQ Q G T HRGDTFLPNADTETWTYULQATTULDVTEASGTETEA

Sdal (1406) AvrlI (1428) EcoRV (1441) Scal (1497)
1401 GCCTGGCCTGCAGGGTGAAGCACAGCAGCCTAGGAGGACAGGATATCATCCTCTACTGGGATGCCAGGCAAGCACCCGTGGGCCTGATCGTCTTCATAGT
278G L A C RV K H S S L G G QD | I L YWDAT RGOQATPVGTL IV F IV

Ecod71II (1555)
1501 ACTGATCATGCTAGTGGTGGTGGGTGCTGTAGTCTACTATATCTGGAGAAGGAGAAGCGCTTATCAAGACATCCGGTGACTCTTCCTTACACCTGCCTCT
3 L I'M LV VVGAVV Y Y IWURTZ RRTSAYOQD | R e
Mscl (1611)
Nhel (1605)

1601 CCTGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGA

Hpal (1743)  Mfel (1754)
1701 TGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAG

EcoRI (1839)
1801 GTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCT
- <

1901 TTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGT

SaplI (2021) Sspl (2078) Swal (2092)
2001 ATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAAT

2101 ACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACA

2201 AAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACC
#4914 ¢ N R T Y K L P | L E E I T T K V
Sacl (2353) BstXTI (2382)
2301 AGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGT
1234L K G NM E I LV FCDUWPAYDS I LERCMSGT CU®PSVV R I SRD




2401 CCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGAC
%91 V ED S Y PH RV AV I TDFDZ KO QGNTSVATSG I A I AEATCV
Stul (2517)
2501 AGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAG
s74 TV R G | YA E I HV A S I I EGTIKTU RIAAGVHUHTEKTNINTD E Y
Xmnl (2659)
2601 AGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTAT
4L M T | K ETAV EV L ELDG QQS I NFTK M-
Asel (2725) Sacl (2782)
2701 ACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGA
-

Spel (2880)
2801 CCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCC
-

2901 ATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCG

SnaBI (3008)
3001 ATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAG

Ndel (3113)
3101 GGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGT

Sdal (3291)PaclI (3299)

3201 TACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGT

BspLU11I (3309)
3301 TAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCA
-

3401 TCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTT

3501 CCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGG

ApaLlI (3623)
3601 TCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACA

3701 CGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGC

3801 TACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTG

3901 GTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTG

Eagl (4059)
Pacl (4039) Swal (4048) Notl (4058)
4001 GAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTG

4101 TTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGG
4201 TGCCAGAACATTTCTCTATCGAA
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