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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
Agel (552) Sphl (560)

501 CTGAGATCACCGGTCAGCATGCCATCTCCTCTCCCTGTCTCCTTCCTCCTCTTTCT

> iI*M P S P L PV SFLLFL

601 TACCTTAGTAGGAGGCAGGCCCCAGAAGTCCTTACTGGTGGAGGTAGAAGAGGGAGGCAATGTTGTGCTGCCATGCCTCCCGGACTCCTCACCTGTCTCT

3 T LVGGRPQKSLLVEVETEGGNVVYVLPCLTPDSSPVS
BStEII (724) Xmal (757)

701 TCTGAGAAGCTGGCTTGGTATCGAGGTAACCAGTCAACACCCTTCCTGGAGCTGAGCCCCGGGTCCCCTGGCCTGGGATTGCACGTGGGGTCCCTGGGCA

47 S E K L AW Y R G NQ ST PFLETLSPGSPGLGTLHYGSTLG

Ndel (829)
801 TCTTGCTAGTGATTGTCAATGTCTCAGACCATATGGGGGGCTTCTACCTGTGCCAGAAGAGGCCCCCTTTCAAGGACATCTGGCAGCCTGCCTGGACAGT
8| L LV I VNV SDHMGS GT FYLCOQK R®PZPFIKD IWQUPAWTV

901 GAACGTGGAGGATAGTGGGGAGATGTTCCGGTGGAATGCTTCAGACGTCAGGGACCTGGACTGTGACCTAAGGAACAGGTCCTCTGGGAGCCACAGGTCC

113 NV ED S G EM F RWNASDVIRDLDTCDT LU RN RSSGSHRS
Pvull (1012)

1001 ACTTCTGGTTCCCAGCTGTATGTGTGGGCTAAAGACCATCCTAAGGTCTGGGGAACAAAGCCTGTATGTGCCCCTCGGGGGAGCAGTTTGAATCAGAGTC

147k T S G S Q L YVWAIKU DU HZPIKVWSGTIKPVCAZPRSGSSLNA QS

BgllI (1110) Acc65I (1155)
1101 TAATCAACCAAGATCTCACTGTGGCACCCGGCTCCACACTTTGGCTGTCCTGTGGGGTACCCCCTGTCCCAGTGGCCAAAGGCTCCATCTCCTGGACCCA
8L I N Q D L TV A PG ST LWIULSCGV PPV PV AKTGS S I SWTH
AvrlI (1207)

1201 TGTGCATCCTAGGAGACCTAATGTTTCACTACTGAGCCTAAGCCTTGGGGGAGAGCACCCGGTCAGAGAGATGTGGGTTTGGGGGTCTCTTCTGCTTCTG
213 V. H P R R P NV S L L SL SLGGTEHT PV REMWVWGSLLTLL
1301 CCCCAAGCCACAGCTTTAGATGAAGGCACCTATTATTGTCTCCGAGGAAACCTGACCATCGAGAGGCACGTGAAGGTCATTGCAAGGTCAGTGTGGCTCT
247 P Q AT A LD EGT VY VYCLRGNTLT I ERHVKVYV I ARSVWL
1401 GGCTGTTGAGAACTGGTGGATGGATAGTCCCAGTGGTGACTTTAGTATATGTCATCTTCTGTATGGTTTCTCTGGTGGCTTTTCTCTATTGTCAAAGAGC
280W L L R T G GW | V PV V T LV YV I FCMV SLVATFTLTYT CROQRA
1501 CTTTATCCTGAGAAGGAAAAGGAAGCGAATGACTGACCCCGCCAGGAGATTCTTCAAAGTGACGCCTCCCTCGGGAAACGGGACCCAGAACCAGTACGGG
33 F | L R RK RK RMTDT PAT RT RTETFIKVYVTPPSGNTGTA QNI QY G
AvtlI (1662)
1601 AATGTGCTCTCCCTTCCTACATCTACCTCTGGCCAGGCCCATGCTCAGCGTTGGGCTGCTGGCCTAGGGAGTGTCCCTGGGTCCTATGGAAATCCACGCA
37 NV L S L PT ST SGOQAHAQRWAAGTULGT SV PG SYGNPR
Stul (1757) Sapl (1765) EcoRI (1792)
1701 TTCAAGTCCAGGATACTGGAGCTCAGAGCCATGAAACAGGACTGGAAGAAGAAGGGGAGGCCTATGAAGAGCCAGACAGCGAGGAGGGCTCTGAATTCTA
3301 Q VQDTGAQSHTETSGTLTETETESGTEAYTETETPDTSTETEGSTEF Y
Xeml (1836) BbsI (1891)
1801 TGAGAACGACTCCAACCTTGGGCAGGACCAGGTTTCCCAGGATGGGAGTGGCTATGAGAACCCCGAGGATGAGCCCATGGGTCCAGAGGAAGAAGACTCC
413 E N D SN LGQDO QV SQDG SGYTENJ PETDTETPMGTPTETETETDS
1901 TTCTCCAATGCTGAGTCTTATGAAAATGCAGATGAGGAGCTGGCCCAACCAGTTGGCAGGATGATGGACTTCCTGAGCCCCCATGGGTCTGCGTGGGACC
447 F S N A E S Y ENADTETETLAQZPVGRMMDTFTULSZPHGSAWTD

BamHI (2051)
2001 CCAGCCGGGAAGCATCCTCGCTTGGGTCCCAGTCCTATGAAGATATGAGAGGGATCCTCTATGCAGCTCCTCAGCTCCACTCAATTCAGTCCGGTCCCAG
48P S R E A S S L G SQ SYEDMU RG I LYAAPOQLHS I Q SG P S

BspHI (2100)
2101 TCATGAAGAAGATGCAGACTCTTATGAAAACATGGATAAGTCTGACGACCTAGAACCAGCATGGGAAGGAGAGGGCCACATGGGGACTTGGGGAACCACG
513 H E ED A D S Y ENMDI K SDDULEZPAWEGTEGHMGTWGTT

Nhel (2239)
2201 TGACTCCCAAGTGACTAGCCTGGACTTCGTTAGGTCCCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGC
S547F e

Hpal (2377) Mfel (2388)
2301 AGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCA

EcoRI (2473)
2401 TTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAAC
> -




2501 TTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGC

Sapl (2655)
2601 CTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTC

Sspl (2712) Swal (2726)
2701 CCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAA

2801 TATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTT
#4914 ¢ N R T Y K
2901 GAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCAC
1354 L P | L E E I T T KV LK GNWMTE I LV FCDUPAYD DS I L ERTC
3001 ATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCA
1014M G C P SV V R I S RDVEDSYPHU RVAV I TDFDJIKI QGN SV
Stul (3151)
3101 CAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGAT
684 A S G I A Il A EA CV TV RG I YAE I HVAS 1 I EGTK T R I
BbslI (3297)
Xmnl (3293)
3201 GGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTC
354 AA GV HHIKNDEYLMT I K ETA AV EV L ELDAI QQS I NFT
Asel (3359)
3301 TTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATC
14K M - =
3401 TGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAA

Spel (3514)
3501 AGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGAT
S -

SnaBI (3642)
3601 GTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGC

Ndel (3747)
3701 CAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCA

3801 CCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGG

Pacl (3933)
PstI (3926)
Sdal (3925) BspLU11I (3943)
3901 GCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGG
-

4001 CGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTT

4101 TCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAT

ApaLlI (4257)
4201 AGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCG

4301 GTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGC

4401 TACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTT

4501 GGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATC

Eagl (4693)
Pacl (4673) Swal (4682) Notl (4692)
4601 CTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGC

4701 AATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAAC
4801 TAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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